Corynebacterium bovis homd AM | 2038

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium bovis str 12 5346 id GCA 0039322551 |} | I}
Corynebacterium bovis str 13 1426 id GCA 003932435 1 ||} | I
Corynebacterium bovis str 24956 id GCA 029846575 1 ‘ | ‘ “ |“ I I
Corynebacterium bovis str F6900 id GCA 0039322151 [ ] | | |
Corynebacterium bovis str FDAARGOS 1052 id GCA 016128075 1 ‘ III‘I I
Corynebacterium bovis str DSM 20582 id GCA 0141915551 [ljl] |
Corynebacterium bovis str DSM 20582 id GCA 0304086151 [JJJ]

Corynebacterium bovis str 4826 id GCA 003932295 1 I |I MII II
Corynebacterium bovis str 4828 id GCA 0039324751 | |l | |
€oG20 FUNCTION [ 10 10 T 0 e e e o I e
KO farm 11 T . g
PEarm |10 00T T O

CAZyme UNKNOWN (2374) [l KNOWN (56)
COG20 CATEGORY B KNOWN (1684) | | UNKNOWN (746)

COG20 FUNCTION B KNOWN (1684) | | UNKNOWN (746)
COG20 PATHWAY UNKNOWN (1882) ] KNOWN (548)
KEGG BRITE I KNOWN (1301) [ UNKNOWN (1129)

KEGG Class  ynknown @10y B KNOWN (328)

KEGG Module  jnkvown 102 B KNOWN (328)

KOfam I KNOWN (1306) | | UNKNOWN (1124)

Pfam B KNOWN (1841) | | UNKNOWN (589)




