
Corynebacterium bovis str 12 5346 id GCA 003932255 1
Corynebacterium bovis str 13 1426 id GCA 003932435 1

Corynebacterium bovis str 24956 id GCA 029846575 1
Corynebacterium bovis str F6900 id GCA 003932215 1

Corynebacterium bovis str FDAARGOS 1052 id GCA 016128075 1
Corynebacterium bovis str DSM 20582 id GCA 014191555 1
Corynebacterium bovis str DSM 20582 id GCA 030408615 1

Corynebacterium bovis str 4826 id GCA 003932295 1
Corynebacterium bovis str 4828 id GCA 003932475 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 4.8990

num_genome... none 0 0 9

Corynebacterium bovis homd HMT 208
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2374) KNOWN (56)CAZyme

KNOWN (1684) UNKNOWN (746)COG20 CATEGORY

KNOWN (1684) UNKNOWN (746)COG20 FUNCTION

UNKNOWN (1882) KNOWN (548)COG20 PATHWAY

KNOWN (1301) UNKNOWN (1129)KEGG BRITE

UNKNOWN (2102) KNOWN (328)KEGG Class

UNKNOWN (2102) KNOWN (328)KEGG Module

KNOWN (1306) UNKNOWN (1124)KOfam

KNOWN (1841) UNKNOWN (589)Pfam


