
Corynebacterium coyleae str DSM 44184 id GCA 900105505 1
Corynebacterium coyleae str FDAARGOS 1425 id GCA 019048165 1

Corynebacterium coyleae str DSM 44184 id GCA 030408635 1
Corynebacterium coyleae str MSK028 id GCA 030232395 1
Corynebacterium coyleae str MSK104 id GCA 030229005 1

Corynebacterium coyleae str FDAARGOS 1492 id GCA 020097655 1
Corynebacterium coyleae str UMB0147 id GCA 002861365 1

Corynebacterium coyleae str MSK033 id GCA 030232305 1
Corynebacterium coyleae str UMB0989 id GCA 002861345 1
Corynebacterium coyleae str UMB8490 id GCA 012030345 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 16

num_genes_... sqrt 0 0 9.7980

num_genome... none 0 0 10

Corynebacterium coyleae homd HMT 341
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2860) KNOWN (78)CAZyme

KNOWN (1938) UNKNOWN (1000)COG20 CATEGORY

KNOWN (1938) UNKNOWN (1000)COG20 FUNCTION

UNKNOWN (2427) KNOWN (511)COG20 PATHWAY

UNKNOWN (1484) KNOWN (1454)KEGG BRITE

UNKNOWN (2641) KNOWN (297)KEGG Class

UNKNOWN (2641) KNOWN (297)KEGG Module

UNKNOWN (1474) KNOWN (1464)KOfam

KNOWN (2140) UNKNOWN (798)Pfam


