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Corynebacterium coyleae homd AM 1 341

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium coyleae str DSM 44184 id GCA 9001055051 |
Corynebacterium coyleae str FDAARGOS 1425 id GCA 019048165 1 .
Corynebacterium coyleae str DSM 44184 id GCA 030408635 1 .
Corynebacterium coyleae str MSk028 id GCA 0302323951 ] | |}
Corynebacterium coyleae str MSK104 id GCA 030229005 1 I ‘ I
Corynebacterium coyleae str FDAARGOS 1492 id GCA 020097655 1 | H | I

I
Corynebacterium coyleae str UMB0147 id GCA 0028613651 ||| | | | .
Corynebacterium coyleae str MSK033 id GCA 0302323051 [| ||| 1IN
Corynebacterium coyleae str UMB0989 id GCA 002861345 1 | ‘I I I | IHIlI‘I_

Corynebacterium coyleae str UMB8490 id GCA 012030345 1 ‘ ‘I " l ”" IIIHII
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UNKNOWN (2860) [l KNOWN (78)

B KNOWN (1938) UNKNOWN (1000)

I KNOWN (1938) | | UNKNOWN (1000)

UNKNOWN (2427) B KNOWN (511)

UNKNOWN (1484) [l KNOWN (1454)

UNKNOWN (2641) B KNOWN (297)

UNKNOWN (2641) [l KNOWN (297)

UNKNOWN (1474) [l KNOWN (1464)

B KNOWN (2140) UNKNOWN (798)




