
Corynebacterium diphtheriae str 1269 21 id GCA 024968205 1
Corynebacterium diphtheriae str 49390 20 id GCA 024968285 1

Corynebacterium diphtheriae str 5521 17 id GCA 024969465 1
Corynebacterium diphtheriae str NCTC11397 id GCA 902809765 1
Corynebacterium diphtheriae str NCTC11397 id GCA 001457455 1
Corynebacterium diphtheriae str DSM 44123 id GCA 001913265 1
Corynebacterium diphtheriae str DSM 44123 id GCA 030408695 1

Corynebacterium diphtheriae str BQ11 id GCA 003194045 1
Corynebacterium diphtheriae str 824 20 id GCA 024968525 1

Corynebacterium diphtheriae str INCA 402 id GCA 000241915 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 13

num_genes_... sqrt 0 0 8.6023

num_genome... none 0 0 10

Corynebacterium diphtheriae homd HMT 591
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2803) KNOWN (65)CAZyme

KNOWN (1925) UNKNOWN (943)COG20 CATEGORY

KNOWN (1925) UNKNOWN (943)COG20 FUNCTION

UNKNOWN (2299) KNOWN (569)COG20 PATHWAY

KNOWN (1456) UNKNOWN (1412)KEGG BRITE

UNKNOWN (2531) KNOWN (337)KEGG Class

UNKNOWN (2531) KNOWN (337)KEGG Module

KNOWN (1463) UNKNOWN (1405)KOfam

KNOWN (2066) UNKNOWN (802)Pfam


