Corynebacterium diphtheriae homd HIVIT 991

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium diphtheriae str 1269 21 id GCA 0249682051 [l .-

Corynebacterium diphtheriae str 49390 20 id GCA 024968285 1| | |} B
Corynebacterium diphtheriae str 5521 17 id GCA 024969465 1 I .\ ‘ ||I
Corynebacterium diphtheriae str NCTC11397 id GCA 902809765 1 .
Corynebacterium diphtheriae str NCTC11397 id GCA 001457455 1 .
Corynebacterium diphtheriae str DSM 44123 id GCA 001913265 1 | |

Corynebacterium diphtheriae str DSM 44123 id GCA 030408695 1
Corynebacterium diphtheriae str BQ11 id GCA 003194045 1 ‘II I
Corynebacterium diphtheriae str 824 20 id GCA 0249685251 |} |
Corynebacterium diphtheriae str INCA 402 id GCA 000241915 1 I _
CoG20 FUNCTION {1 | IR 000 O A s R s VT »
KOFarm |1 11110 A A N C
P e BN D oA

CAZyme  ynknown eo3 B KNOWN (65)
COG20 CATEGORY B KNOWN (1925) | | UNKNOWN (943)

COGZO FU NCTION B KNOWN (1925) UNKNOWN (943)
COGQO PATHWAY UNKNOWN (2299) l KNOWN (569)
KEGG BRITE B KNOWN (1456) UNKNOWN (1412)

KEGG Class  ynknown @ssi) I KNOWN (337)

KEGG Module UNKNOWN (2531) [l KNOWN (337)

KOfam B KNOWN (1463) | | UNKNOWN (1405)

Pfam g «nown oss)  unknown o2




