
Corynebacterium durum str DSM 45333 id GCA 030408675 1
Corynebacterium durum str DSM 45333 id GCA 013410305 1
Corynebacterium durum str S18M Sa 12 id GCA 030528005 1

Corynebacterium durum str ERR589646 bin 22 CONCOCT v1 1 MAG id GCA 938030135 1
Corynebacterium durum str F0235 id GCA 000318135 1

Corynebacterium durum str SRR9217399 mag bin 13 id GCA 905372145 1
Corynebacterium durum str DRR241310 mag bin 2 id GCA 905370355 1

Corynebacterium durum str SRR15235668 bin 2 metaWRAP v1 1 MAG id GCA 916719845 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 5.0990

num_genome... none 0 0 8

Corynebacterium durum homd HMT 595
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3010) KNOWN (79)CAZyme

KNOWN (2046) UNKNOWN (1043)COG20 CATEGORY

KNOWN (2046) UNKNOWN (1043)COG20 FUNCTION

UNKNOWN (2509) KNOWN (580)COG20 PATHWAY

UNKNOWN (1590) KNOWN (1499)KEGG BRITE

UNKNOWN (2748) KNOWN (341)KEGG Class

UNKNOWN (2748) KNOWN (341)KEGG Module

UNKNOWN (1582) KNOWN (1507)KOfam

KNOWN (2241) UNKNOWN (848)Pfam


