
Corynebacterium gottingense str ACRQG id GCA 022346125 1
Corynebacterium gottingense str ACRQH id GCA 022346135 1
Corynebacterium gottingense str ACRQI id GCA 022346085 1

Corynebacterium gottingense str DSM 105365 id GCA 030440305 1
Corynebacterium gottingense str NBT06 6 id GCA 002273005 1

Corynebacterium gottingense str DSM 103494 id GCA 003693265 1
Corynebacterium gottingense str DSM 108039 id GCA 030408895 1
Corynebacterium gottingense str DSM 108986 id GCA 030408875 1

Corynebacterium gottingense str LMG 29598 id GCA 007559235 1
Corynebacterium gottingense str PRD07 id GCA 016785885 1

Corynebacterium gottingense str Marseille P8863 id GCA 946902955 1
Corynebacterium gottingense str NML180780 id GCA 007786415 1
Corynebacterium gottingense str NML00 0156 id GCA 002285175 1
Corynebacterium gottingense str NML99 0020 id GCA 002285125 1
Corynebacterium gottingense str NML 120412 id GCA 002285155 1
Corynebacterium gottingense str NML93 0607 id GCA 002285075 1
Corynebacterium gottingense str NML92 0415 id GCA 002285115 1
Corynebacterium gottingense str NML 150383 id GCA 002285085 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 8.7750

num_genome... none 0 0 18

Corynebacterium gottingense homd HMT 207
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3082) KNOWN (89)CAZyme

KNOWN (2157) UNKNOWN (1014)COG20 CATEGORY

KNOWN (2157) UNKNOWN (1014)COG20 FUNCTION

UNKNOWN (2591) KNOWN (580)COG20 PATHWAY

UNKNOWN (1594) KNOWN (1577)KEGG BRITE

UNKNOWN (2832) KNOWN (339)KEGG Class

UNKNOWN (2832) KNOWN (339)KEGG Module

UNKNOWN (1587) KNOWN (1584)KOfam

KNOWN (2364) UNKNOWN (807)Pfam


