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Corynepbacterium hesseae homd RM 1 4405

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium hesseae str DE0142 id GCA 007678885 1
Corynebacterium hesseae str DE0407 id GCA 007672735 1
Corynebacterium hesseae str DE0417 id GCA 007672555 1
Corynebacterium hesseae str HMSC055A01 id GCA 001809405 1

Corynebacterium hesseae str HMSC065D07 id GCA 001810695 1 mllllm‘lw “\I_‘
Corynebacterium hesseae str HMsC072402 id Gca 001810085 1 ([T
Corynebacterium hesseae str HMsC07809 id GcA 001814525 1 [ I
Corynebacterium hesseae str HESMS017b id GCA 015070505 1 I“‘lH"“HH”“ ‘ll |H|_
Corynebacterium hesseae str HESNO16 id GCA 015070775 1 H”l‘l“l‘l‘“ﬂ”“l _

Corynebacterium hesseae str 2226 id GCA 007097675 1 II‘l’I”‘"““ ||II_ I

Corynebacterium hesseae str 2299 id GCA 007109275 1 ‘l‘l“‘l””” II_

Corynebacterium hesseae str 2218 id GCA 007097445 1 || |||/l
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Corynebacterium hesseae str ACRQA id GCA 022346165 1 |1 |1 |
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Corynebacterium hesseae str HMSC078A10 id GCA 001811565 1 Il‘||lH’|| I‘._ “H
Corynebacterium hesseae str HMsc056€09 id GcA 001813425 1 [ ET GG |

Corynebacterium hesseae str UMB0043 id GcA 002861385 2 ||| [ H TR
.

Corynebacterium hesseae str 13 id GCA 009707995 1 ‘"I\"“M IWI

Corynebacterium hesseae str 2271 id GCA 007097455 1 \Ill‘lIHM“II_lH

Corynebacterium hesseae str 85 id GCA 009707975 1 ‘l“l‘""““ﬂlﬂll
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UNKNOWN (3933) il KNOWN (96)

B KNOWN (2366) | | UNKNOWN (1663)

B KNOWN (2366) | | UNKNOWN (1663)

UNKNOWN (3445) [l KNOWN (584)

UNKNOWN (2321) i KNOWN (1708)

UNKNOWN (3669) ll KNOWN (360)

UNKNOWN (3669) ll KNOWN (360)

UNKNOWN (2313) [l KNOWN (1716)

B KNOWN (2637) | | UNKNOWN (1392)




