
Corynebacterium hesseae str DE0142 id GCA 007678885 1
Corynebacterium hesseae str DE0407 id GCA 007672735 1
Corynebacterium hesseae str DE0417 id GCA 007672555 1

Corynebacterium hesseae str HMSC055A01 id GCA 001809405 1
Corynebacterium hesseae str HMSC078A10 id GCA 001811565 1
Corynebacterium hesseae str HMSC056E09 id GCA 001813425 1
Corynebacterium hesseae str HMSC065D07 id GCA 001810695 1
Corynebacterium hesseae str HMSC072A02 id GCA 001810085 1
Corynebacterium hesseae str HMSC078C09 id GCA 001814525 1

Corynebacterium hesseae str HESMS017b id GCA 015070505 1
Corynebacterium hesseae str HESN016 id GCA 015070775 1

Corynebacterium hesseae str 2226 id GCA 007097675 1
Corynebacterium hesseae str 2299 id GCA 007109275 1
Corynebacterium hesseae str 2218 id GCA 007097445 1

Corynebacterium hesseae str ACRQA id GCA 022346165 1
Corynebacterium hesseae str UMB0043 id GCA 002861385 2

Corynebacterium hesseae str 13 id GCA 009707995 1
Corynebacterium hesseae str 2271 id GCA 007097455 1

Corynebacterium hesseae str 85 id GCA 009707975 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 18

num_genes_... sqrt 0 0 12.6886

num_genome... none 0 0 19

Corynebacterium hesseae homd HMT 445
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3933) KNOWN (96)CAZyme

KNOWN (2366) UNKNOWN (1663)COG20 CATEGORY

KNOWN (2366) UNKNOWN (1663)COG20 FUNCTION

UNKNOWN (3445) KNOWN (584)COG20 PATHWAY

UNKNOWN (2321) KNOWN (1708)KEGG BRITE

UNKNOWN (3669) KNOWN (360)KEGG Class

UNKNOWN (3669) KNOWN (360)KEGG Module

UNKNOWN (2313) KNOWN (1716)KOfam

KNOWN (2637) UNKNOWN (1392)Pfam


