Corynepbacterium jeikeium homad AM 1T 047

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium jeikeium str HMSC14H10 id GCA 0018071051 | I I | i
Corynebacterium jeikeium str HMSC077C02 id GCA 0018105851 || | |l N | 100
Corynebacterium jeikeium str HMSC064E07 id GCA 001815745 1 | | 1 [ A
Corynebacterium jeikeium str HMSC065H09 id GCA 001812845 1 | ||| |1 I | T
Corynebacterium jeikeium str HMSC072B08 id GCA 001837705 1 ||| | | L | T
Corynebacterium jeikeium str HMSC072B09 id GCA 001838205 1 [ |

Corynebacterium jeikeium str UMB9256 id GCA 0087261751 II| I Il 'l W 1l | [T 11
Corynebacterium jeikeium str HMSC064H12 id GCA 001809925 1 | I | [ | [T
Corynebacterium jeikeium str HMSC070B05 id GCA 001814235 1 | | ] i

Corynebacterium jeikeium str UMB9184 id GCA 008726215 1 | ||
Corynebacterium jeikeium str HMSC077G01 id GCA 0018101951 |[lllll | | | | ] | [
Corynebacterium jeikeium str HMSC063F04 id GCA 001811205 1
Corynebacterium jeikeium str HMSC077G07 id GCA 001809225 1 |

Corynebacterium jeikeium str UMB7760 id GCA 008726455 1 | [ 1] || | I

Corynebacterium jeikeium str HFHO082 id GCA 000411235 1 | | | LT
Corynebacterium jeikeium str HMSC055G02 id GCA 001809065 1
Corynebacterium jeikeium str HMSC063G05 id GCA 0018105551 ||| || | I | [ T

Corynebacterium jeikeium str ACRPW id GCA 022346265 1 Il

Corynebacterium jeikeium str UMB0338 id GCA 002861405 1

Corynebacterium jeikeium str HMSC14B06 id GCA 001807075 1 | ||| ] |
Corynebacterium jeikeium str HMSC061H03 id GCA 001838215 1 |
Corynebacterium jeikeium str HMSC064E08 id GCA 001811805 1 I

Corynebacterium jeikeium str ICIS 5 id GCA 008368695 1 \
Corynebacterium jeikeium str ICIS 53 id GCA 001722255 1
Corynebacterium jeikeium str UMB0042 id GCA 0028477851 ||| | |
Corynebacterium jeikeium str ICIS 99 id GCA 020161895 1
Corynebacterium jeikeium str ICIS 9 id GCA 001975925 1 |||
Corynebacterium jeikeium str ATCC 43734 id GCA 001999385 1
Corynebacterium jeikeium str ATCC 43734 id GCA 000163435 1
Corynebacterium jeikeium str DSM 7171 id GCA 028609885 1
Corynebacterium jeikeium str NCTC11913 id GCA 900461185 1
Corynebacterium jeikeium str Cj47445 id GCA 000738385 1 |||
Corynebacterium jeikeium str Cj47447 id GCA 000738405 1 |||
Corynebacterium jeikeium str NCTC11914 id GCA 900477975 1 || ||
Corynebacterium jeikeium str K411 NCTC 11915 id GCA 000006605 1 | |
Corynebacterium jeikeium str NCTC11917 id GCA 900461255 1
Corynebacterium jeikeium str BVI id GCA 900100745 1 || || | ||

Corynebacterium jeikeium str Cj47444 id GCA 0007381751 (L[ 1 11 /0 [l NI B

WL T WA SO AT ||

N
COG20 FUNCTION i1
KOFarm (I ]

=Tl | AL T AT

CAZyme - |nknown 5134 B KNOWN (98)
COG20 CATEGORY I KNOWN (3117) | | UNKNOWN (2115)

COGZO FUNCTION B KNOWN (3117) UNKNOWN (2115)
COGZO PATHWAY UNKNOWN (4443) B KNOWN (789)
KEGG BRITE UNKNOWN (2980) ] KNOWN (2252)

KEGG Class - ynknown (4742) Il KNOWN (490)

KEGG Module UNKNOWN (4742) [l KNOWN (490)

KOfam UNKNOWN (2965) [l KNOWN (2267)

Pfam g known @541) — unknown (1691)




