
Corynebacterium kefirresidentii str SRR2005651 bin 20 CONCOCT v1 1 MAG id GCA 936925515 1
Corynebacterium kefirresidentii str EYE 346 id GCA 023147545 1
Corynebacterium kefirresidentii str MSK194 id GCA 030228925 1

Corynebacterium kefirresidentii str CT id GCA 030515875 1
Corynebacterium kefirresidentii str KPL1821 id GCA 000478115 1
Corynebacterium kefirresidentii str KPL1857 id GCA 000478035 1
Corynebacterium kefirresidentii str KPL1860 id GCA 000477995 1
Corynebacterium kefirresidentii str MSK163 id GCA 030229315 1
Corynebacterium kefirresidentii str KPL1817 id GCA 000478155 1
Corynebacterium kefirresidentii str KPL1856 id GCA 000478055 1
Corynebacterium kefirresidentii str EYE 437 id GCA 023147335 1

Corynebacterium kefirresidentii str FDAARGOS 1055 id GCA 016599755 1
Corynebacterium kefirresidentii str MSK071 id GCA 030232125 1
Corynebacterium kefirresidentii str MSK185 id GCA 030229765 1

Corynebacterium kefirresidentii str p3 SID1570 id GCA 025151445 1
Corynebacterium kefirresidentii str 1237 CAUR id GCA 001054195 1

Corynebacterium kefirresidentii str MGYG HGUT 03125 id GCA 902482735 1
Corynebacterium kefirresidentii str DA10166 2 id GCA 011525585 1

Corynebacterium kefirresidentii str WQArXgqSXM bin 4 MAG id GCA 946221565 1
Corynebacterium kefirresidentii str CTNIH27 id GCA 022345795 1

Corynebacterium kefirresidentii str CTNIH6 id GCA 022345765 1
Corynebacterium kefirresidentii str CTNIH24 id GCA 022347295 1

Corynebacterium kefirresidentii str CTNIH2 id GCA 022347325 1
Corynebacterium kefirresidentii str P5 C4 id GCA 030486785 1
Corynebacterium kefirresidentii str P7 C1 id GCA 030486885 1
Corynebacterium kefirresidentii str P7 F1 id GCA 030486845 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 16

num_genes_... sqrt 0 0 13.8203

num_genome... none 0 0 26

Corynebacterium kefirresidentii homd HMT 783
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3308) KNOWN (82)CAZyme

KNOWN (2128) UNKNOWN (1262)COG20 CATEGORY

KNOWN (2128) UNKNOWN (1262)COG20 FUNCTION

UNKNOWN (2816) KNOWN (574)COG20 PATHWAY

UNKNOWN (1819) KNOWN (1571)KEGG BRITE

UNKNOWN (3036) KNOWN (354)KEGG Class

UNKNOWN (3036) KNOWN (354)KEGG Module

UNKNOWN (1812) KNOWN (1578)KOfam

KNOWN (2352) UNKNOWN (1038)Pfam


