
Corynebacterium macclintockiae str Cj47453 id GCA 000738335 1
Corynebacterium macclintockiae str Cj30184 id GCA 000738245 1
Corynebacterium macclintockiae str Cj47446 id GCA 000738325 1
Corynebacterium macclintockiae str Cj16348 id GCA 000738195 1
Corynebacterium macclintockiae str Cj21382 id GCA 000738255 1
Corynebacterium macclintockiae str Cj14566 id GCA 000738185 1
Corynebacterium macclintockiae str Cj19409 id GCA 000738165 1

Corynebacterium macclintockiae str HMSC058E07 id GCA 001809885 1
Corynebacterium macclintockiae str Cj37130 id GCA 000738265 1
Corynebacterium macclintockiae str Cj38002 id GCA 000738305 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 8.1854

num_genome... none 0 0 10

Corynebacterium macclintockiae homd HMT 454
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2522) KNOWN (61)CAZyme

KNOWN (1792) UNKNOWN (791)COG20 CATEGORY

KNOWN (1793) UNKNOWN (790)COG20 FUNCTION

UNKNOWN (2049) KNOWN (534)COG20 PATHWAY

KNOWN (1339) UNKNOWN (1244)KEGG BRITE

UNKNOWN (2253) KNOWN (330)KEGG Class

UNKNOWN (2253) KNOWN (330)KEGG Module

KNOWN (1352) UNKNOWN (1231)KOfam

KNOWN (1944) UNKNOWN (639)Pfam


