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CAZyme  ynknown ee7e) B KNOWN (51)
COG20 CATEGORY B KNOWN (1798) | | UNKNOWN (929)

COGZO FU NCTION B KNOWN (1798) UNKNOWN (929)
COGZO PATHWAY UNKNOWN (2205) B KNOWN (522)
KEGG BRITE UNKNOWN (1373) [ KNOWN (1354)

KEGG Class  ynuwown 407 I KNOWN (320)

KEGG Module  ynkvown @aor) B KNOWN (320)

KOfam  ynknown (3en B KNOWN (1360)

Pfam I KNOWN (1908) | | UNKNOWN (819)




