
Corynebacterium macginleyi str CCUG 32361 id GCA 003688935 1
Corynebacterium macginleyi str FDAARGOS 1195 id GCA 016889465 1

Corynebacterium macginleyi str 180126 id GCA 016628615 2
Corynebacterium macginleyi str 14T168 id GCA 016628325 1
Corynebacterium macginleyi str 180208 id GCA 016628525 2

Corynebacterium macginleyi str NML 120205 id GCA 003688955 1
Corynebacterium macginleyi str 150801 id GCA 016628845 1
Corynebacterium macginleyi str 160811 id GCA 016628735 2
Corynebacterium macginleyi str 12T220 id GCA 016628425 2
Corynebacterium macginleyi str 180216 id GCA 016628585 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 43

num_genes_... sqrt 0 0 16.6733

num_genome... none 0 0 10

Corynebacterium macginleyi homd HMT 050
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2676) KNOWN (51)CAZyme

KNOWN (1798) UNKNOWN (929)COG20 CATEGORY

KNOWN (1798) UNKNOWN (929)COG20 FUNCTION

UNKNOWN (2205) KNOWN (522)COG20 PATHWAY

UNKNOWN (1373) KNOWN (1354)KEGG BRITE

UNKNOWN (2407) KNOWN (320)KEGG Class

UNKNOWN (2407) KNOWN (320)KEGG Module

UNKNOWN (1367) KNOWN (1360)KOfam

KNOWN (1908) UNKNOWN (819)Pfam


