
Corynebacterium mastitidis str DSM 44356 id GCA 000375365 1
Corynebacterium mastitidis str MSK081 id GCA 030227215 1

Corynebacterium mastitidis str SRR12358615 bin 13 metawrap v1 3 MAG id GCA 947055995 1
Corynebacterium mastitidis str 16 1433 id GCA 002835695 1

Corynebacterium mastitidis str RC id GCA 022538035 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 3.6056

num_genome... none 0 0 5

Corynebacterium mastitidis homd HMT 328
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2611) KNOWN (58)CAZyme

KNOWN (1760) UNKNOWN (909)COG20 CATEGORY

KNOWN (1760) UNKNOWN (909)COG20 FUNCTION

UNKNOWN (2142) KNOWN (527)COG20 PATHWAY

KNOWN (1352) UNKNOWN (1317)KEGG BRITE

UNKNOWN (2344) KNOWN (325)KEGG Class

UNKNOWN (2344) KNOWN (325)KEGG Module

KNOWN (1357) UNKNOWN (1312)KOfam

KNOWN (1943) UNKNOWN (726)Pfam


