Corynepbacterium matruchotii noma HM | 066

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium matruchotii str ERR3827335 bin 1 metaWRAP v1 1 MAG id GCA 927911805 1 || ||| || N
Corynebacterium matruchotii str ATCC 14266 id GCA 011612265 2 ‘ H IHIH"II“'_

Corynebacterium matruchotii str NCTC10254 id GCA 900447555 1 W“Ill_

Corynebacterium matruchotii str ATCC 14265 id GCA 008868665 1 || ‘“._

g . 0000000000000

Corynebacterium matruchotii str ATCC 14266 id GCA 000175375 1 III
Corynebacterium matruchotii str 27CQ6gwMHQ bin 1 MAG id GCA 946222405 1 m . 0000
Corynebacterium matruchotii str ATCC 33806 id GCA 000158635 1 || oy
Corynebacterium matruchotii str SRR9217428 mag bin 17 id GCA 905372825 1 IH W" ‘lHIIII‘I_
w0000

Corynebacterium matruchotii str ERR589472 bin 16 CONCOCT v1 1 MAG id GCA 938010395 1

Corynebacterium matruchoti str NCTC10206 id GCA 900638255 1 mr————————————————
Corynebacterium matruchotii str SRR1045097 bin 4 metaWRAP v1 1 MAG id GCA 915066165 1 ‘lll‘ ||||||I||
COG20 FUNCTION | IR e AT B T & TN O
KOfam || T A T
P O E A

CAZyme UNKNOWN (3247) [l KNOWN (75)
COG20 CATEGORY B KNOWN (1827) | | UNKNOWN (1495)

COGZO FU NCTION B KNOWN (1827) UNKNOWN (1495)
COGZO PATHWAY UNKNOWN (2784) B KNOWN (538)
KEGG BRITE  unknown (1983 m known (133s)

KEGG Class UNKNOWN (3007) [l KNOWN (315)

KEGG Module UNKNOWN (3007) [l KNOWN (315)

KOfam - ynknown (1975) i KNOWN (1347)

Pfam g known eoss)  unknown (1269)




