Corynebacterium minutissimum homd AM 1 053

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium minutissimum str FDAARGOS 992 id GCA 016126915 1
Corynebacterium minutissimum str NCTC10288 id GCA 900478045 1
Corynebacterium minutissimum str FDAARGOS 894 id GCA 016027615 1
Corynebacterium minutissimum str NCTC10285 id GCA 900637065 1

Corynebacterium minutissimum str ATCC 23348 id GCA 000805675 1 ||| NG |
Corynebacterium minutissimum str NBRC 15361 id GCA 001552395 1 II-I_| ’
Corynebacterium minutissimum str FDAARGOS 1196 id GcA 016889765 1 | | [ iR

Corynebacterium minutissimum str NCTC10289 id GCA 900447475 1 I ‘ _ -I.

Corynebacterium minutissimum str ACRQO id GCA 022345885 1 I\I I _. ‘I HI ‘
H N

Corynebacterium minutissimum str FDAARGOS 1242 id GCA 016889985 1 I
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CAZyme  ynnown e B KNOWN (68)
COG20 CATEGORY B KNOWN (2038) | | UNKNOWN (960)

COGZO FU NCTION B KNOWN (2039) UNKNOWN (959)
COGQO PATHWAY UNKNOWN (2433) l KNOWN (565)
KEGG BRITE B KNOWN (1543) UNKNOWN (1455)

KEGG Class - ynknown @s46) m known @52)

KEGG Module UNKNOWN (2646) [l KNOWN (352)

KOfam I KNOWN (1550) | UNKNOWN (1448)

Pfam g unvown 230)  unknown es




