Corynebacterium muciraciens homd HM T 839

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium mucifaciens str ATCC 700355 id GCA 012396315 1 ‘ ” l\l ‘ HIII
Corynebacterium mucifaciens str SRR1950741 bin 19 CONCOCT v1 1 MAG id GCA 936914865 1 [JIII Il
Corynebacterium mucifaciens str IMMIB RV 2301 id GCA 0007473151 || | || I}
Corynebacterium mucifaciens str ftjtv3UNaR bin 1 MAG id GCA 946221375 1 I I IIWI‘“I
Corynebacterium mucifaciens str P4 C2 id GCA 030486815 1 | | | |‘ | N“ I
Corynebacterium mucifaciens str P14 F4 id GCA 030486605 1 [| ||}l
Corynebacterium mucifaciens str p3 SID1220 id GCA 025144085 1 ‘||| ‘ ||I||\||\ ‘ll I
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CAZyme UNKNOWN (2669) i KNOWN (67)
COG20 CATEGORY B KNOWN (1862) | | UNKNOWN (874)

COG20 FUNCTION B KNOWN (1862) | | UNKNOWN (874)
COG20 PATHWAY UNKNOWN (2222) [l KNOWN (514)
KEGG BRITE I KNOWN (1428) | UNKNOWN (1308)

KEGG ClaSS UNKNOWN (2424) B KNOWN (312)

KEGG Module  jakvown (2424) ] KNOWN (312)

KOfam g inown (1434 uninown (1302

Pfam g known oss)  unknown 678




