
Corynebacterium otitidis str ATCC 51513 id GCA 000296405 1
Corynebacterium otitidis str ATCC 51513 id GCA 000297795 2

Corynebacterium otitidis str TD1 id GCA 000988215 1
Corynebacterium otitidis str SRR3184092 bin 37 CONCOCT v1 1 MAG id GCA 936919755 1

Corynebacterium otitidis str ykKrFY3FWv bin 4 MAG id GCA 943912515 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 5.0990

num_genome... none 0 0 5

Corynebacterium otitidis homd HMT 832
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2010) KNOWN (32)CAZyme

KNOWN (1483) UNKNOWN (559)COG20 CATEGORY

KNOWN (1484) UNKNOWN (558)COG20 FUNCTION

UNKNOWN (1550) KNOWN (492)COG20 PATHWAY

KNOWN (1174) UNKNOWN (868)KEGG BRITE

UNKNOWN (1738) KNOWN (304)KEGG Class

UNKNOWN (1738) KNOWN (304)KEGG Module

KNOWN (1179) UNKNOWN (863)KOfam

KNOWN (1575) UNKNOWN (467)Pfam


