
Corynebacterium pilbarense str ACRPU id GCA 022346345 1
Corynebacterium pilbarense str CCUG 57942 id GCA 026930265 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 3.3166

num_genome... none 0 0 2

Corynebacterium pilbarense homd HMT 054
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2341) KNOWN (72)CAZyme

KNOWN (1688) UNKNOWN (725)COG20 CATEGORY

KNOWN (1688) UNKNOWN (725)COG20 FUNCTION

UNKNOWN (1918) KNOWN (495)COG20 PATHWAY

KNOWN (1313) UNKNOWN (1100)KEGG BRITE

UNKNOWN (2116) KNOWN (297)KEGG Class

UNKNOWN (2116) KNOWN (297)KEGG Module

KNOWN (1322) UNKNOWN (1091)KOfam

KNOWN (1871) UNKNOWN (542)Pfam


