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CAZyme UNKNOWN (2341) i KNOWN (72)
COG20 CATEGORY J KNOWN (1688) | | UNKNOWN (725)

COGZO FU NCTION B KNOWN (1688) UNKNOWN (725)
COGQO PATHWAY UNKNOWN (1918) [l KNOWN (495)
KEGG BRITE B KNOWN (1313) UNKNOWN (1100)

KEGG Class UNKNOWN (2116) i KNOWN (297)

KEGG Module  jukvown 119 B KNOWN (297)

KOfam g known (1322)  uninown 091

Pfam B KNOWN (1871) | | UNKNOWN (542)




