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CAZyme UNKNOWN (3779) ll KNOWN (62)
COGZO CATEGORY B KNOWN (2448) UNKNOWN (1393)

COGZO FUNCTION B KNOWN (2449) UNKNOWN (1392)
COGZO PATHWAY UNKNOWN (3166) |l KNOWN (675)
KEGG BRITE UNKNOWN (2204) B KNOWN (1637)

KEGG Class UNKNOWN (3488) Jll KNOWN (353)

KEGG Module - ynknvown @aass B KNOWN (353)

KOfam - unknown (2198) [l KNOWN (1643)

Pfam B KNOWN (2565) [ | UNKNOWN (1276)




