
Corynebacterium propinquum str CP11 id GCA 030515635 1
Corynebacterium propinquum str PC1113 id GCA 023509315 1

Corynebacterium propinquum str KPL2804 id GCA 030176195 1
Corynebacterium propinquum str CP5 id GCA 030515755 1
Corynebacterium propinquum str CP8 id GCA 030515695 1

Corynebacterium propinquum str ACRQS id GCA 022345925 1
Corynebacterium propinquum str CP3 id GCA 030515795 1

Corynebacterium propinquum str MSK124 id GCA 030228935 1
Corynebacterium propinquum str MSK290 id GCA 030229925 1

Corynebacterium propinquum str DSM 44285 id GCA 000375525 1
Corynebacterium propinquum str FDAARGOS 1112 id GCA 016728665 1
Corynebacterium propinquum str FDAARGOS 1113 id GCA 016728625 1

Corynebacterium propinquum str KPL2657 id GCA 030176765 1
Corynebacterium propinquum str KPL3672 id GCA 030176075 1

Corynebacterium propinquum str p3 SID581 id GCA 025147045 1
Corynebacterium propinquum str 1274 CJEI id GCA 001052555 1

Corynebacterium propinquum str MSK146 id GCA 030229105 1
Corynebacterium propinquum str KPL3675 id GCA 030175975 1
Corynebacterium propinquum str KPL2785 id GCA 030176055 1
Corynebacterium propinquum str KPL3967 id GCA 030176315 1
Corynebacterium propinquum str KPL2654 id GCA 030176855 1
Corynebacterium propinquum str KPL4040 id GCA 030175865 1

Corynebacterium propinquum str CP6 id GCA 030515735 1
Corynebacterium propinquum str CP7 id GCA 030515715 1
Corynebacterium propinquum str CP9 id GCA 030515675 1
Corynebacterium propinquum str CP2 id GCA 030515815 1
Corynebacterium propinquum str CP4 id GCA 030515775 1

Corynebacterium propinquum str HSID18035 id GCA 003989475 1
Corynebacterium propinquum str HSID18036 id GCA 003989165 1

Corynebacterium propinquum str DE0530 id GCA 007672025 1
Corynebacterium propinquum str DE0547 id GCA 007671985 1

Corynebacterium propinquum str 143 CAUR id GCA 001053555 1
Corynebacterium propinquum str 149 CJEI id GCA 001054395 1
Corynebacterium propinquum str KPL3889 id GCA 030176435 1

Corynebacterium propinquum str CP1 id GCA 030515835 1
Corynebacterium propinquum str KPL3953 id GCA 030176415 1

Corynebacterium propinquum str MGYG HGUT 00081 id GCA 902362995 1
Corynebacterium propinquum str KPL2755 id GCA 030176835 1
Corynebacterium propinquum str KPL2811 id GCA 030176025 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

Corynebact... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 13.1529

num_genome... none 0 0 39

Corynebacterium propinquum homd HMT 059
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3779) KNOWN (62)CAZyme

KNOWN (2448) UNKNOWN (1393)COG20 CATEGORY

KNOWN (2449) UNKNOWN (1392)COG20 FUNCTION

UNKNOWN (3166) KNOWN (675)COG20 PATHWAY

UNKNOWN (2204) KNOWN (1637)KEGG BRITE

UNKNOWN (3488) KNOWN (353)KEGG Class

UNKNOWN (3488) KNOWN (353)KEGG Module

UNKNOWN (2198) KNOWN (1643)KOfam

KNOWN (2565) UNKNOWN (1276)Pfam


