
Corynebacterium simulans str HMSC06G04 id GCA 001807365 1
Corynebacterium simulans str PES1 id GCA 001586215 1

Corynebacterium simulans str HMSC06D04 id GCA 001807315 1
Corynebacterium simulans str HMSC08C04 id GCA 001807495 1

Corynebacterium simulans str EYE 769 id GCA 023148335 1
Corynebacterium simulans str ACRQU id GCA 022345825 1

Corynebacterium simulans str UMB3162 id GCA 030217125 1
Corynebacterium simulans str Wattiau id GCA 001586235 1

Corynebacterium simulans str 1B08 id GCA 001579275 1
Corynebacterium simulans str AH4003 id GCA 002351405 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 6.4807

num_genome... none 0 0 10

Corynebacterium simulans homd HMT 062
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3459) KNOWN (93)CAZyme

KNOWN (2207) UNKNOWN (1345)COG20 CATEGORY

KNOWN (2207) UNKNOWN (1345)COG20 FUNCTION

UNKNOWN (2980) KNOWN (572)COG20 PATHWAY

UNKNOWN (1913) KNOWN (1639)KEGG BRITE

UNKNOWN (3189) KNOWN (363)KEGG Class

UNKNOWN (3189) KNOWN (363)KEGG Module

UNKNOWN (1907) KNOWN (1645)KOfam

KNOWN (2409) UNKNOWN (1143)Pfam


