Corynebacterium simulans homa HIVIT 062

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium simulans str HMsC06G04 id GcA 0018073651 | [I[I[1I[1] I 1
Corynebacterium simulans str PEST id GCA 0015862151 || [l [l 00000
Corynebacterium simulans str HMsC06D04id Ga 001807315 1 || [ 111l .
Corynebacterium simulans str HM5C08C04 id GCA 0018074951 | [l [[Il Bl | I
Corynebacterium simulans str EVE 769 id Gea 023148335 1 || || ]| o
Corynebacterium simulans str ACRQU id Gca 0223458251 || || 1
Corynebacterium simulans str UMB3162 id GCA 030217125 1 Il MI ’ Hl\ || . ‘.Il“‘_
Corynebacterium simulans str Wattiau id GCA 001586235 1 ’ I H\ ||| Hl“ I I.I I HH_
Corynebacterium simulans str 1808 1d GcA 001579275 1| || [ ||l 1

Corynebacterium simulans str AH4003 id GCA 002351405 1 I‘ || H | ‘I‘ ’l \I ‘”ll |.I|||”
COG20 FUN CTION [l 0 e e N T OO

KOfarm | 1ILE WAL 00 R A 00 . 0 e
PAarvy I 10RO S0 e T A

CAZyme  |nknown (3459) W KNOWN (93)
COG20 CATEGORY B KNOWN (2207) © | UNKNOWN (1345)

COG20 FUNCTION I KNOWN (2207) | UNKNOWN (1345)
COG20 PATHWAY UNKNOWN (2980) [l KNOWN (572)
KEGG BRITE UNKNOWN (1913) il KNOWN (1639)

KEGG Class  ynknown @1s9) m known @63

KEGG Module  jnknown @189 m known @363,

KOfam  ynknown (1907) @l KNOWN (1645)

Pfam B KNOWN (2409) | | UNKNOWN (1143)




