
Corynebacterium singulare str DE0529 id GCA 007666555 1
Corynebacterium singulare str HMSC05E07 id GCA 001807225 1
Corynebacterium singulare str IBS B52218 id GCA 000833575 1

Corynebacterium singulare str ACRQV id GCA 022346285 1
Corynebacterium singulare str BF R 2 id GCA 024586525 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 13

num_genes_... sqrt 0 0 7.2801

num_genome... none 0 0 5

Corynebacterium singulare homd HMT 063
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3229) KNOWN (71)CAZyme

KNOWN (2248) UNKNOWN (1052)COG20 CATEGORY

KNOWN (2248) UNKNOWN (1052)COG20 FUNCTION

UNKNOWN (2717) KNOWN (583)COG20 PATHWAY

KNOWN (1658) UNKNOWN (1642)KEGG BRITE

UNKNOWN (2946) KNOWN (354)KEGG Class

UNKNOWN (2946) KNOWN (354)KEGG Module

KNOWN (1667) UNKNOWN (1633)KOfam

KNOWN (2441) UNKNOWN (859)Pfam


