
Corynebacterium tuberculostearicum str DSM 44922 id GCA 013408445 1
Corynebacterium tuberculostearicum str FDAARGOS 1117 id GCA 016728365 1

Corynebacterium tuberculostearicum str CTNIH1 id GCA 022347335 1
Corynebacterium tuberculostearicum str SK141 id GCA 000175635 1

Corynebacterium tuberculostearicum str ATCC 33035 id GCA 000156615 2
Corynebacterium tuberculostearicum str CIP 102622 id GCA 016613425 1

Corynebacterium tuberculostearicum str CTNIH3 id GCA 022347235 1
Corynebacterium tuberculostearicum str CTNIH4 id GCA 022347385 1
Corynebacterium tuberculostearicum str CTNIH5 id GCA 022347435 1

Corynebacterium tuberculostearicum str ACRPJ id GCA 022347345 1
Corynebacterium tuberculostearicum str CTNIH10 id GCA 030450175 1

Corynebacterium tuberculostearicum str CTNIH8 id GCA 022347225 1
Corynebacterium tuberculostearicum str CTNIH12 id GCA 030503715 1

Corynebacterium tuberculostearicum str FDAARGOS 1198 id GCA 016894265 1
Corynebacterium tuberculostearicum str KPL3807 id GCA 030176495 1

Corynebacterium tuberculostearicum str ACRPF id GCA 022347395 1
Corynebacterium tuberculostearicum str P5 F2 id GCA 030486705 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 17

num_genes_... sqrt 0 0 10.8628

num_genome... none 0 0 17

Corynebacterium tuberculostearicum homd HMT 077
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3432) KNOWN (89)CAZyme

KNOWN (2194) UNKNOWN (1327)COG20 CATEGORY

KNOWN (2194) UNKNOWN (1327)COG20 FUNCTION

UNKNOWN (2955) KNOWN (566)COG20 PATHWAY

UNKNOWN (1920) KNOWN (1601)KEGG BRITE

UNKNOWN (3188) KNOWN (333)KEGG Class

UNKNOWN (3188) KNOWN (333)KEGG Module

UNKNOWN (1913) KNOWN (1608)KOfam

KNOWN (2403) UNKNOWN (1118)Pfam


