
Corynebacterium tuscaniense str HhTKsAlsX1 bin 61 MAG id GCA 946222205 1
Corynebacterium tuscaniense str SRR17635632 bin 7 metaWRAP v1 3 MAG id GCA 947252405 1

Corynebacterium tuscaniense str CCUG 51321T id GCA 008693065 1
Corynebacterium tuscaniense str DNF00037 id GCA 000759055 1
Corynebacterium tuscaniense str UMB0792 id GCA 002884935 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 17

num_genes_... sqrt 0 0 7.0711

num_genome... none 0 0 5

Corynebacterium tuscaniense homd HMT 184
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2539) KNOWN (62)CAZyme

KNOWN (1774) UNKNOWN (827)COG20 CATEGORY

KNOWN (1774) UNKNOWN (827)COG20 FUNCTION

UNKNOWN (2091) KNOWN (510)COG20 PATHWAY

KNOWN (1325) UNKNOWN (1276)KEGG BRITE

UNKNOWN (2310) KNOWN (291)KEGG Class

UNKNOWN (2310) KNOWN (291)KEGG Module

KNOWN (1333) UNKNOWN (1268)KOfam

KNOWN (1950) UNKNOWN (651)Pfam


