Corynebacterium tuscaniense homd AM 1 164

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium tuscaniense str HhTKsAIsX1 bin 61 MAG id GCA 946222205 1 || \” I
|

Corynebacterium tuscaniense str SRR17635632 bin 7 metaWRAP v1 3 MAG id GcA 947252405 1 || [| ] T GGG

Corynebacterium tuscaniense str CCUG 513217 id GCA 008693065 1 || |GGG &
Corynebacterium tuscaniense str DNF00037 id GcA 000759055 1 | [} | [ N N | . §

Corynebacterium tuscaniense str UMB0792 id GCA 002884935 1 |.|I|
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CAZyme  |nknown @s39) B KNOWN (62)
COG20 CATEGORY B KNOWN (1774) | | UNKNOWN (827)

COGZO FU NCTION B KNOWN (1774) UNKNOWN (827)
COGZO PATHWAY UNKNOWN (2091) 8 KNOWN (510)
KEGG BRITE B KNOWN (1325) UNKNOWN (1276)

KEGG Class UNKNOWN (2310) [l KNOWN (291)

KEGG Module UNKNOWN (2310) [l KNOWN (291)

KOfam g known (1333 uninown (1268

Pfam g «nown (1es0)  unknown sty




