
Corynebacterium urealyticum str VH5913 id GCA 008180065 1
Corynebacterium urealyticum str VH3073 id GCA 008244525 1
Corynebacterium urealyticum str VH4549 id GCA 008180045 1

Corynebacterium urealyticum str DSM 7111 id GCA 000338095 1
Corynebacterium urealyticum str FDAARGOS 996 id GCA 016127095 1
Corynebacterium urealyticum str FDAARGOS 995 id GCA 016403265 1

Corynebacterium urealyticum str DSM 7109 id GCA 000069945 1
Corynebacterium urealyticum str FDAARGOS 994 id GCA 016127975 1

Corynebacterium urealyticum str NCTC12011 id GCA 900187235 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 29

num_genes_... sqrt 0 0 11.4455

num_genome... none 0 0 9

Corynebacterium urealyticum homd HMT 853
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2311) KNOWN (52)CAZyme

KNOWN (1723) UNKNOWN (640)COG20 CATEGORY

KNOWN (1723) UNKNOWN (640)COG20 FUNCTION

UNKNOWN (1836) KNOWN (527)COG20 PATHWAY

KNOWN (1307) UNKNOWN (1056)KEGG BRITE

UNKNOWN (2038) KNOWN (325)KEGG Class

UNKNOWN (2038) KNOWN (325)KEGG Module

KNOWN (1316) UNKNOWN (1047)KOfam

KNOWN (1862) UNKNOWN (501)Pfam


