Corynebacterium urealyticum homd RM | 8953

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Corynebacterium urealyticum str DSM 7111 id GCA 000338095 1 II‘I .I‘ _
Corynebacterium urealyticum str FDAARGOS 996 id GCA 016127095 1 ‘II “.I |_
Corynebacterium urealyticum str FDAARGOS 995 id GCA 016403265 1 ‘"| . ||.H I ‘ I |_

Corynebacterium urealyticum str DSM 7109 id GCA 000069945 1 I -.‘ ‘_
Corynebacterium urealyticum str FDAARGOS 994 id GCA 016127975 1 I - ’ _

Corynebacterium urealyticum str NCTC12011 id GCA 900187235 1 I H

COG20 FUNCTION N | A T I O T EET
KO Farm I | 11 I A 1 i U REN
P&y | B0 00 0 0 0 AR A A

Corynebacterium urealyticum str VH5913 id GCA 008180065 1 HII
Corynebacterium urealyticum str VH3073 id GCA 008244525 1 IIH
Corynebacterium urealyticum str VH4549 id GCA 008180045 1 " I‘

CAZyme  |nunown @311) B KNOWN (52)
COG20 CATEGORY B KNOWN (1723) | | UNKNOWN (640)

COGZO FU NCTION B KNOWN (1723) UNKNOWN (640)
COG2O PATHWAY | UNKNOWN (1836) B8 KNOWN (527)
KEGG BRITE B KNOWN (1307) UNKNOWN (1056)

KEGG Class UNKNOWN (2038) [l KNOWN (325)

KEGG Module  juknvown (2038) ] KNOWN (325)

KOfam B KNOWN (1316) | | UNKNOWN (1047)

Pfam g «nown (1ss2)  unknown oty




