
Cronobacter sakazakii str NCTC11467 id GCA 900447395 1
Cronobacter sakazakii str ATCC 29544 id GCA 000982825 1

Cronobacter sakazakii str NBRC 102416 id GCA 000684935 1
Cronobacter sakazakii str C767 id GCA 018884085 1

Cronobacter sakazakii str CFSAN068773 id GCA 009648895 1
Cronobacter sakazakii str 5563 17 id GCA 013425995 1

Cronobacter sakazakii str ES15 id GCA 000263215 1
Cronobacter sakazakii str C79 id GCA 018884105 1

Cronobacter sakazakii str CS 931 id GCA 003516125 3
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

Cronobacte... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 55

num_genes_... sqrt 0 0 10.7703

num_genome... none 0 0 9

Cronobacter sakazakii homd HMT 753
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5241) KNOWN (147)CAZyme

KNOWN (3888) UNKNOWN (1500)COG20 CATEGORY

KNOWN (3888) UNKNOWN (1500)COG20 FUNCTION

UNKNOWN (4598) KNOWN (790)COG20 PATHWAY

KNOWN (3197) UNKNOWN (2191)KEGG BRITE

UNKNOWN (4820) KNOWN (568)KEGG Class

UNKNOWN (4820) KNOWN (568)KEGG Module

KNOWN (3206) UNKNOWN (2182)KOfam

KNOWN (4400) UNKNOWN (988)Pfam


