
Cutibacterium granulosum str TM11 id GCA 000464495 1
Cutibacterium granulosum str DSM 20700 id GCA 001700755 2
Cutibacterium granulosum str NCTC11865 id GCA 900186975 1

Cutibacterium granulosum str SRR3184093 bin 7 CONCOCT v1 1 MAG id GCA 936919845 1
Cutibacterium granulosum str in4FWvFvrJ bin 3 MAG id GCA 943912955 1

Cutibacterium granulosum str MGYG HGUT 03135 id GCA 902482805 1
Cutibacterium granulosum str RAGGC 41 id GCA 030826365 1

Cutibacterium granulosum str KPL1844 id GCA 000477715 1
Cutibacterium granulosum str TP CG7 id GCA 030295285 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 5

num_genome... none 0 0 9

Cutibacterium granulosum homd HMT 114
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2404) KNOWN (60)CAZyme

KNOWN (1659) UNKNOWN (805)COG20 CATEGORY

KNOWN (1659) UNKNOWN (805)COG20 FUNCTION

UNKNOWN (1917) KNOWN (547)COG20 PATHWAY

KNOWN (1286) UNKNOWN (1178)KEGG BRITE

UNKNOWN (2150) KNOWN (314)KEGG Class

UNKNOWN (2150) KNOWN (314)KEGG Module

KNOWN (1291) UNKNOWN (1173)KOfam

KNOWN (1748) UNKNOWN (716)Pfam


