Cutibacterium modestum homd HM 1T 193

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Cutibacterium modestum str SRR6145093 bin 10 concocTvi 1 MAG id 6cA 9369197751 ]| N TH [T
Cutibacterium modestum str 31N id GCA 024172855 1 | || | H (N
Cutibacterium modestum str Marseille P5998 id GCA 900604505 1 HH I HII |I.|‘_

Cutibacterium modestum str HLO44PA1 id GCA 000144085 1 || |
Cutibacterium modestum str F0672 id GCA 001717565 1 |
Cutibacterium modestum str NM47 B9 13 id GCA 004793845 1 |
Cutibacterium modestum str T33958 id GCA 003384615 1 ||
Cutibacterium modestum str i7ZKYWQRPAM bin 6 MAG id GCA 943912935 1 |
Cutibacterium modestum str HLO37PA2 id GCA 000145075 1 |
Cutibacterium modestum str HLO37PA3 id GCA 000145415 1 |
Cutibacterium modestum str 28N id GCA 024172845 1 ||
Cutibacterium modestum str P08 id GCA 000204235 2 |
Cutibacterium modestum str 30N id GCA 024172895 1 |
Cutibacterium modestum str KB17 24694 id GCA 0197045751 | ||

Cutibacterium modestum str M12 id GCA 008326345 1 || | |
COG20 FUNCTION | I O S
KO fam | | D 0 B N P

PFam {0 A Ao e

CAZyme UNKNOWN (2922) B KNOWN (84)
COGZO CATEGORY B KNOWN (2088) UNKNOWN (918)

COGZO FU NCTION B KNOWN (2088) UNKNOWN (918)
COGQO PATHWAY UNKNOWN (2372) l KNOWN (634)
KEGG BRITE UNKNOWN (1525) B8 KNOWN (1481)

KEGG ClaSS UNKNOWN (2631) l KNOWN (375)

KEGG Module  ynknown @631) m known 375)

KOfam UNKNOWN (1519) [l KNOWN (1487)

Pfam B KNOWN (2142) | | UNKNOWN (864)




