
Cutibacterium namnetense str TwPYMTC7eD bin 3 MAG id GCA 946221685 1
Cutibacterium namnetense str Marseille P4323 id GCA 900343115 1

Cutibacterium namnetense str NTS 31307302 id GCA 001642025 1
Cutibacterium namnetense str OGSA 21 id GCA 030236405 1

Cutibacterium namnetense str SK182B JCVI id GCA 000221145 2
Cutibacterium namnetense str T34998 id GCA 003384605 1

Cutibacterium namnetense str OGSA 28 id GCA 030239425 1
Cutibacterium namnetense str OGSA 30 id GCA 030239395 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

Cutibacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 4.7958

num_genome... none 0 0 8

Cutibacterium namnetense homd HMT 791
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2513) KNOWN (79)CAZyme

KNOWN (1900) UNKNOWN (692)COG20 CATEGORY

KNOWN (1900) UNKNOWN (692)COG20 FUNCTION

UNKNOWN (2005) KNOWN (587)COG20 PATHWAY

KNOWN (1437) UNKNOWN (1155)KEGG BRITE

UNKNOWN (2226) KNOWN (366)KEGG Class

UNKNOWN (2226) KNOWN (366)KEGG Module

KNOWN (1439) UNKNOWN (1153)KOfam

KNOWN (1990) UNKNOWN (602)Pfam


