Cutibacterium namnetense homd HM | 797

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Cutibacterium namnetense str TWPYMTC7eD bin 3 MAG id GCA 946221685 1 || |H ‘"I - || _
Cutibacterium namnetense str Marseille P4323 id GCA 900343115 1 I || |H| l |.|_
Cutibacterium namnetense str NTS 31307302 id GCA 001642025 1 || \ ‘Il -_

Cutibacterium namnetense str 0GSA 21 id GCA 030236405 1 || || |

Cutibacterium namnetense str SK1828 JVI id GCA 000221145 2 | [ || |l

Cutibacterium namnetense str T34998 id GCA 003384605 1 H I ‘|| I
Cutibacterium namnetense str OGSA 28 id GCA 030239425 1 | || |

Cutibacterium namnetense str OGSA 30 id GCA 030239395 1 I I|"
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CAZyme  |nnown (2513) [l KNOWN (79)
COG20 CATEGORY B KNOWN (1900) | | UNKNOWN (692)

COGZO FU NCTION B KNOWN (1900) UNKNOWN (692)
COGZO PATHWAY UNKNOWN (2005) l KNOWN (587)
KEGG BRITE B KNOWN (1437) UNKNOWN (1155)

KEGG Class  ynknown (2226) ] KNOWN (366)

KEGG Module  jnknvown @226 B KNOWN (366)

KOfam B KNOWN (1439) | | UNKNOWN (1153)

Pfam g «nown (1990 uninown 602




