Desultovibrio tairtieldensis homd HM 1 o005

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Desulfovibrio fairfieldensis str MGYG HGUT 01295 id GCA 902373605 1 || [ B
Desulfovibrio fairfieldensis str 3 1 syn3 id GCA 0001453152 ||} [ B
Desulfovibrio fairfieldensis str 6 1 46AFAA id GCA 000224635 1 | [l B n
Desulfovibrio fairfieldensis str OH HFB 15 id GCA 023404035 1 | [l |l |

Desulfovibrio fairfieldensis str CE91 5t38id GCA 022834915 1] B Il I |
Desulfovibrio fairfieldensis str CE915t39id GcA 022835475 1] | I IR |

Desulfovibrio fairfieldensis str CCUG 45958 id GCA 001553605 1 [l 11| 1l | I
Desulfovibrio fairfieldensis str OH HDB 106 id GCA 023452175 1 ‘|| I ||H I ‘I ‘H“l I I
Desulfovibrio fairfieldensis str OH HBIB 57 id GCA 023448035 1 || I | || I ‘IH| |‘| ||| .
Desulfovibrio fairfieldensis str SRR13494478 bin 17 MetaWRAP v1 3 MAG id GCA 9590239151 | || Il NI | 0w
COG20 FUNCTION [N FEI 00 AT T 0 00 A
KOfam |1V TELN 0 A 1A A O AT
Pearmy {000 OO OO0 00 00 A A

CAZyme UNKNOWN (4768) i} KNOWN (135)
COG20 CATEGORY I KNOWN (2898) | | UNKNOWN (2005)

COGZO FU NCTION B KNOWN (2899) UNKNOWN (2004)
COGQO PATHWAY | UNKNOWN (4219) B KNOWN (684)
KEGG BRITE UNKNOWN (2892) l KNOWN (2011)

KEGG Class  ynknown usor) B KNOWN (396)

KEGG Module  jnknown usory B KNOWN (396)

KOfam - ynkvown (2889) ll KNOWN (2014)

Pfam g known a0z unknown (601)




