
Eggerthella lenta str DSM 2243 id GCA 000024265 1
Eggerthella lenta str ATCC 25559 id GCA 003340105 1

Eggerthella lenta str DSM 2243 id GCA 003339975 1
Eggerthella lenta str APC055 529 1D id GCA 021378605 1
Eggerthella lenta str APC055 920 1E id GCA 021378685 1

Eggerthella lenta str APC055 928 H3 3 id GCA 021378625 1
Eggerthella lenta str APC F2 3 id GCA 021378725 1

Eggerthella lenta str APC055 539 5C id GCA 021378665 1
Eggerthella lenta str APC055 943 4 id GCA 021378645 1

Eggerthella lenta str C592 id GCA 002148255 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

Eggerthell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 7.7460

num_genome... none 0 0 10

Eggerthella lenta homd HMT 654
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3975) KNOWN (102)CAZyme

KNOWN (2937) UNKNOWN (1140)COG20 CATEGORY

KNOWN (2937) UNKNOWN (1140)COG20 FUNCTION

UNKNOWN (3445) KNOWN (632)COG20 PATHWAY

UNKNOWN (2177) KNOWN (1900)KEGG BRITE

UNKNOWN (3783) KNOWN (294)KEGG Class

UNKNOWN (3783) KNOWN (294)KEGG Module

UNKNOWN (2173) KNOWN (1904)KOfam

KNOWN (3166) UNKNOWN (911)Pfam


