
Eggerthia catenaformis str ERR589631 bin 95 CONCOCT v1 1 MAG id GCA 937921715 1
Eggerthia catenaformis str DSM 20559 id GCA 000422605 1

Eggerthia catenaformis str OT 569 id GCA 000340375 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Eggerthia_... none 180 0 1

Eggerthia_... none 180 0 1

Eggerthia_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 3.4641

num_genome... none 0 0 3

Eggerthia catenaformis homd HMT 569
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2061) KNOWN (66)CAZyme

KNOWN (1557) UNKNOWN (570)COG20 CATEGORY

KNOWN (1557) UNKNOWN (570)COG20 FUNCTION

UNKNOWN (1684) KNOWN (443)COG20 PATHWAY

KNOWN (1144) UNKNOWN (983)KEGG BRITE

UNKNOWN (1914) KNOWN (213)KEGG Class

UNKNOWN (1914) KNOWN (213)KEGG Module

KNOWN (1145) UNKNOWN (982)KOfam

KNOWN (1656) UNKNOWN (471)Pfam


