
Enterobacter cancerogenus str HAEC1 id GCA 019880465 1
Enterobacter cancerogenus str FDAARGOS 232 id GCA 002891235 1

Enterobacter cancerogenus str MiY F id GCA 009648915 1
Enterobacter cancerogenus str UPC1 id GCA 904425455 1

Enterobacter cancerogenus str CFBP13530 id GCA 005233655 1
Enterobacter cancerogenus str 2VL id GCA 005503595 1

Enterobacter cancerogenus str V87 3 id GCA 029967835 1
Enterobacter cancerogenus str JY65 id GCA 019665745 1

Enterobacter cancerogenus str CR Eb1 id GCA 002850575 1
Enterobacter cancerogenus str FDAARGOS 1428 id GCA 019047785 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 7.9373

num_genome... none 0 0 10

Enterobacter cancerogenus homd HMT 565
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6747) KNOWN (211)CAZyme

KNOWN (4802) UNKNOWN (2156)COG20 CATEGORY

KNOWN (4802) UNKNOWN (2156)COG20 FUNCTION

UNKNOWN (6083) KNOWN (875)COG20 PATHWAY

KNOWN (3897) UNKNOWN (3061)KEGG BRITE

UNKNOWN (6315) KNOWN (643)KEGG Class

UNKNOWN (6315) KNOWN (643)KEGG Module

KNOWN (3907) UNKNOWN (3051)KOfam

KNOWN (5520) UNKNOWN (1438)Pfam


