Enterobacter cancerogenus homad HM I 565

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Enterobacter cancerogenus str HAEC1 id GCA 019880465 1 ”" H \ \ I -‘HI HMII_

Enterobacter cancerogenus str FDAARGOS 232 id GCA 002891235 1 I| .‘ . IHl‘"l”“_
Enterobacter cancerogenus str MiY F id GCA 009648915 1 II‘I ‘ l HH|| ‘|I“I‘I_
Enterobacter cancerogenus str UPC1 id GCA 904425455 1 | |H | ||‘|| . H‘l‘ IHlH"I_

Enterobacter cancerogenus str CFBP13530 id GCA 005233655 1 || ‘ |H| - ||!|V |||I_
Enterobacter cancerogenus str 2VL id GCA 005503595 1 ‘ I\ I H|||_
Enterobacter cancerogenus str V87 3 id GCA 029967835 1 ||| \ I |||‘I I”II_
Enterobacter cancerogenus str JY65 id GCA 019665745 1 I | ”H I ‘m_
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CAZyme UNKNOWN (6747) B KNOWN (211)
COGZO CATEGORY B KNOWN (4802) UNKNOWN (2156)

COGZO FU NCTION B KNOWN (4802) UNKNOWN (2156)
COGZO PATHWAY UNKNOWN (6083) B KNOWN (875)
KEGG BRITE B KNOWN (3897) UNKNOWN (3061)

KEGG Class  ynknvown (6315) [l KNOWN (643)

KEGG Module - ynknown (6315) [l KNOWN (643)

KOfam g known @eor)  uninown os1)

Pfam g «nvown 5200 unknown (1438)




