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Enterobacter hormaechel homdad HiVI1 634

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Enterobacter hormaechei str ATCC 49162 id GCA 0002139951 | | B |
Enterobacter hormaechei str ATCC 49162 id GCA 001875655 1 - I I ‘
Enterobacter hormaechei str 171 id GCA 905232535 2 ||| l ‘I‘ll””ll
Enterobacter hormaechei str 34983 id GCA 0008142051 | [l Il B ] B
Enterobacter hormaechei str RHBSTW 00564 id GCA 013747035 1 | |} i
Enterobacter hormaechei str RHBSTW 00916 id GCA 013726395 1 H I IlHI HII .
Enterobacter hormaechei str HHS 22 id GCA 002003685 1 |I Hl ‘Il‘l .
Enterobacter hormaechei str colR id GCA 025311535 1 I
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UNKNOWN (6740) [l KNOWN (191)

B KNOWN (4920) UNKNOWN (2011)

B KNOWN (4920) UNKNOWN (2011)

UNKNOWN (5994) [l KNOWN (937)

I KNOWN (3981) | UNKNOWN (2950)

UNKNOWN (6275) [l KNOWN (656)

UNKNOWN (6275) [l KNOWN (656)

I KNOWN (3988) | | UNKNOWN (2943)

I KNOWN (5578) | UNKNOWN (1353)




