
Enterobacter hormaechei str ATCC 49162 id GCA 000213995 1
Enterobacter hormaechei str ATCC 49162 id GCA 001875655 1

Enterobacter hormaechei str 171 id GCA 905232535 2
Enterobacter hormaechei str 34983 id GCA 000814205 1

Enterobacter hormaechei str RHBSTW 00564 id GCA 013747035 1
Enterobacter hormaechei str RHBSTW 00916 id GCA 013726395 1

Enterobacter hormaechei str HHS 22 id GCA 002003685 1
Enterobacter hormaechei str colR id GCA 025311535 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

Enterobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 26

num_genes_... sqrt 0 0 7

num_genome... none 0 0 8

Enterobacter hormaechei homd HMT 634
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6740) KNOWN (191)CAZyme

KNOWN (4920) UNKNOWN (2011)COG20 CATEGORY

KNOWN (4920) UNKNOWN (2011)COG20 FUNCTION

UNKNOWN (5994) KNOWN (937)COG20 PATHWAY

KNOWN (3981) UNKNOWN (2950)KEGG BRITE

UNKNOWN (6275) KNOWN (656)KEGG Class

UNKNOWN (6275) KNOWN (656)KEGG Module

KNOWN (3988) UNKNOWN (2943)KOfam

KNOWN (5578) UNKNOWN (1353)Pfam


