CAZyme

Enterococcus casseliflavus homd HM | 801

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Enterococcus casseliflavus str DSM 20680 id GCA 0018858451 [} | |

Enterococcus casseliflavus str NBRC 100478 id GCA 0015440951 [} | |

Enterococcus casseliflavus str NCTC12361 id GCA 900447665 1 . ‘ ‘
Enterococcus casseliflavus str ECB140 id GCA 022870765 1 HIII I . .

Enterococcus casseliflavus str FDAARGOS 163 id GCA 001558875 2 H Il ‘I . - I
Enterococcus casseliflavus str EC20 id GCA 000157355 2 ‘l I‘l II . | ‘
Enterococcus casseliflavus str EC 369 id GCA 003641225 1 I’ || I II . |||
Enterococcus casseliflavus str FDAARGOS 998 id GCA 016127635 1 ||| ||| |

Enterococcus casseliflavus str SP11 id GCA 023523715 1 I “ |

COG20 FUNCTION [ N O D e T s I
KOfarm I | [ AT 1 0T A0 A T
P£@rry: ARV T DR AR AT 0 XKk

UNKNOWN (4826) i KNOWN (261)

COGZO CATEGORY B KNOWN (3453) UNKNOWN (1634)
COGZO FU NCTION B KNOWN (3454) UNKNOWN (1633)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module

UNKNOWN (4440) [l KNOWN (647)

UNKNOWN (2584) I KNOWN (2503)

UNKNOWN (4702) i} KNOWN (385)

UNKNOWN (4702) [l KNOWN (385)

KOfam | UNKNOWN (2581) [ll KNOWN (2506)

Pfam B KNOWN (3843) | | UNKNOWN (1244)




