
Enterococcus durans str R109 1 id GCA 028335645 1
Enterococcus durans str R59 1 id GCA 028335325 1

Enterococcus durans str BDGP3 id GCA 002277935 1
Enterococcus durans str S8 3 id GCA 023375285 1

Enterococcus durans str NBRC 100479 id GCA 001544215 1
Enterococcus durans str FDAARGOS 1437 id GCA 019048325 1

Enterococcus durans str KCTC 13289 id GCA 015999505 1
Enterococcus durans str Koumiss id GCA 005157865 1

Enterococcus durans str KLDS6 0933 id GCA 001267395 1
Enterococcus durans str KLDS 6 0930 id GCA 001267865 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 42

num_genes_... sqrt 0 0 15.6844

num_genome... none 0 0 10

Enterococcus durans homd HMT 880
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3741) KNOWN (135)CAZyme

KNOWN (2585) UNKNOWN (1291)COG20 CATEGORY

KNOWN (2586) UNKNOWN (1290)COG20 FUNCTION

UNKNOWN (3351) KNOWN (525)COG20 PATHWAY

UNKNOWN (2035) KNOWN (1841)KEGG BRITE

UNKNOWN (3586) KNOWN (290)KEGG Class

UNKNOWN (3586) KNOWN (290)KEGG Module

UNKNOWN (2031) KNOWN (1845)KOfam

KNOWN (2856) UNKNOWN (1020)Pfam


