CAZyme

Enterococcus durans homd HMVI T 8380

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Enterococcus durans str R109 1 id GCA 028335645 1 I Ill .
Enterococcus durans str R59 1 id GCA 028335325 1 I Ill .
Enterococcus durans str BDGP3 id GCA 0022779351 | |||l |
Enterococcus durans str S8 3 id GCA 023375285 1 | l|l| ‘ .

Enterococcus durans str KCTC 13289 id GCA 015999505 1 -ll

| |
| |

Enterococcus durans str Koumiss id GCA 005157865 1 .|H| I‘ll” ‘_
Enterococcus durans str KLDS6 0933 id GCA 001267395 1 [} I B | | |

Enterococcus durans str KLDS 6 0930 id GCA 001267865 1 III Ill ‘I

COG20 FUN CTION {0 | e e ] T R T E N TRz
KO farm | P T O
Py T E e

UNKNOWN (3741) ] KNOWN (135)

COGZO CATEGORY B KNOWN (2585) UNKNOWN (1291)
COGZO FU NCTION B KNOWN (2586) UNKNOWN (1290)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

UNKNOWN (3351) [l KNOWN (525)

UNKNOWN (2035) B8 KNOWN (1841)

UNKNOWN (3586) i KNOWN (290)

UNKNOWN (3586) [l KNOWN (290)

UNKNOWN (2031) [l KNOWN (1845)

Pfam g «nown esse)  unknown (020




