
Enterococcus faecalis str ATCC 19433 id GCA 000392875 1
Enterococcus faecalis str NBRC 100480 id GCA 001544235 1

Enterococcus faecalis str UAMS EL53 id GCA 022648595 1
Enterococcus faecalis str 111540027 2 id GCA 013344645 1

Enterococcus faecalis str 119 2 id GCA 022212925 1
Enterococcus faecalis str L13 id GCA 017280035 1

Enterococcus faecalis str JF3A 4253 id GCA 024579795 1
Enterococcus faecalis str AT48 id GCA 023299425 1

Enterococcus faecalis str FC id GCA 005158025 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 15

num_genes_... sqrt 0 0 7.1414

num_genome... none 0 0 9

Enterococcus faecalis homd HMT 604
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4257) KNOWN (124)CAZyme

KNOWN (2847) UNKNOWN (1534)COG20 CATEGORY

KNOWN (2847) UNKNOWN (1534)COG20 FUNCTION

UNKNOWN (3806) KNOWN (575)COG20 PATHWAY

UNKNOWN (2355) KNOWN (2026)KEGG BRITE

UNKNOWN (4064) KNOWN (317)KEGG Class

UNKNOWN (4064) KNOWN (317)KEGG Module

UNKNOWN (2352) KNOWN (2029)KOfam

KNOWN (3225) UNKNOWN (1156)Pfam


