
Enterococcus italicus str DSM 15952 id GCA 000185365 1
Enterococcus italicus str DSM 15952 id GCA 001885995 1

Enterococcus italicus str UBA6293 id GCA 002438315 1
Enterococcus italicus str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza A D F 10 1632 57 id GCA 934232835 1

Enterococcus italicus str DRD 111 id GCA 023743875 1
Enterococcus italicus str IM1319 id GCA 925293305 1
Enterococcus italicus str DRD 74 id GCA 023744155 1
Enterococcus italicus str IM1314 id GCA 925282535 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

Enterococc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 28

num_genes_... sqrt 0 0 8.7750

num_genome... none 0 0 8

Enterococcus italicus homd HMT 803
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3517) KNOWN (117)CAZyme

KNOWN (2465) UNKNOWN (1169)COG20 CATEGORY

KNOWN (2465) UNKNOWN (1169)COG20 FUNCTION

UNKNOWN (3077) KNOWN (557)COG20 PATHWAY

UNKNOWN (1818) KNOWN (1816)KEGG BRITE

UNKNOWN (3323) KNOWN (311)KEGG Class

UNKNOWN (3323) KNOWN (311)KEGG Module

KNOWN (1818) UNKNOWN (1816)KOfam

KNOWN (2692) UNKNOWN (942)Pfam


