Enterococcus saccharolyticus homad AM 1 802

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Enterococcus saccharolyticus str DSM 20726 id GCA 001886235 1 ’
Enterococcus saccharolyticus str ATCC 43076 id GCA 000407005 1 |
Enterococcus saccharolyticus str ATCC 43076 id GCA 000407285 1 |‘

Enterococcus saccharolyticus str DSM 20726 id GCA 029023825 1
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CAZyme  jnknown (2521) [l KNOWN (90)
COG20 CATEGORY B KNOWN (2207) | | UNKNOWN (404)

COG20 FUNCTION B KNOWN (2207) | | UNKNOWN (404)
COG20 PATHWAY UNKNOWN (2054) [l KNOWN (557)
KEGG BRITE B KNOWN (1615) | | UNKNOWN (996)

KEGG ClaSS UNKNOWN (2310) B KNOWN (301)

KEGG Module  ynknown (2310) ] KNOWN (301)

KOfam g unown (619 unknown @92

Pfam g invown 250 unknown @)




