erythrobacter ramosus homd AM I 747
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Erythrobacter ramosus str JCM 10282 id GCA 009828055 1
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CAZyme  ynnown @org B KNOWN (90)
COG20 CATEGORY B KNOWN (2556) | | UNKNOWN (613)

COGZO FU NCTION B KNOWN (2556) UNKNOWN (613)
COGZO PATHWAY UNKNOWN (2417) B KNOWN (752)
KEGG BRITE B KNOWN (1808) UNKNOWN (1361)

KEGG Class  ynknown @ra1) B KNOWN (438)

KEGG Module  uknvown (2731) ] KNOWN (438)

KOfam g known (80)  unknown (1360,

Pfam g known @sso)  unknown 19




