
Escherichia coli str ATCC 11775 id GCA 003697165 2
Escherichia coli str SE15 id GCA 000010485 1

Escherichia coli str RM13516 id GCA 000520055 1
Escherichia coli str PapM 32 1 id GCA 011045235 1

Escherichia coli str WP8 S18 ESBL 07 id GCA 014169775 1
Escherichia coli str SC467 id GCA 902825205 1

Escherichia coli str W id GCA 000184185 1
Escherichia coli str ETEC H10407 id GCA 000210475 1

Escherichia coli str K 12 substr DH10B id GCA 000019425 1
Escherichia coli str P12b id GCA 000257275 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

Escherichi... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 86

num_genes_... sqrt 0 0 13.5647

num_genome... none 0 0 10

Escherichia coli homd HMT 574
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (7230) KNOWN (189)CAZyme

KNOWN (5187) UNKNOWN (2232)COG20 CATEGORY

KNOWN (5187) UNKNOWN (2232)COG20 FUNCTION

UNKNOWN (6426) KNOWN (993)COG20 PATHWAY

KNOWN (4302) UNKNOWN (3117)KEGG BRITE

UNKNOWN (6723) KNOWN (696)KEGG Class

UNKNOWN (6723) KNOWN (696)KEGG Module

KNOWN (4330) UNKNOWN (3089)KOfam

KNOWN (6041) UNKNOWN (1378)Pfam


