Eubacterium limosum homd HM | 699

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Eubacterium limosum str 8486cho id GCA 0031825151 [} lll |
Eubacterium limosum str ATCC 8486 id GCA 0008076752 [} | | |
Eubacterium limosum str B2 id GCA 0235207551 [} | B
Eubacterium limosum str DFI 6 107 id GCA 020559625 1 | | ] B
Eubacterium limosum str kGMB01548 id GCA 0288618951 | | |||

i
Eubacterium limosum str Eubacterium limosum 81C1 id GCA 900683775 1 ||‘| |I |||I I - -| _

Eubacterium limosum str AF73 07pH9A id GCA 0276805251 1 lI  1lll I
Eubacterium limosum str MGYG HGUT 01276 id GCA 902373365 1| | ||| |
COG 20 FUN CTTON |
KOfarm I UNHL AR AR AR L O
Pfar || A0

CAZyme UNKNOWN (5968) [l KNOWN (154)
COG20 CATEGORY B KNOWN (4005) | | UNKNOWN (2117)

COGZO FU NCTION B KNOWN (4005) UNKNOWN (2117)
COGZO PATHWAY UNKNOWN (5279) l KNOWN (843)
KEGG BRITE | UNKNOWN (3593) B8 KNOWN (2529)

KEGG Class  ynknown ssss) B KNOWN (486)

KEGG Module  ynknvown (5636) Jll KNOWN (486)

KOfam UNKNOWN (3590) B8 KNOWN (2532)

Pfam B KNOWN (4497) | | UNKNOWN (1625)




