
Eubacterium limosum str 8486cho id GCA 003182515 1
Eubacterium limosum str ATCC 8486 id GCA 000807675 2

Eubacterium limosum str B2 id GCA 023520755 1
Eubacterium limosum str DFI 6 107 id GCA 020559625 1

Eubacterium limosum str KGMB01548 id GCA 028861895 1
Eubacterium limosum str Eubacterium limosum 81C1 id GCA 900683775 1

Eubacterium limosum str AF73 07pH9A id GCA 027680525 1
Eubacterium limosum str MGYG HGUT 01276 id GCA 902373365 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

Eubacteriu... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 10.1980

num_genome... none 0 0 8

Eubacterium limosum homd HMT 655
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5968) KNOWN (154)CAZyme

KNOWN (4005) UNKNOWN (2117)COG20 CATEGORY

KNOWN (4005) UNKNOWN (2117)COG20 FUNCTION

UNKNOWN (5279) KNOWN (843)COG20 PATHWAY

UNKNOWN (3593) KNOWN (2529)KEGG BRITE

UNKNOWN (5636) KNOWN (486)KEGG Class

UNKNOWN (5636) KNOWN (486)KEGG Module

UNKNOWN (3590) KNOWN (2532)KOfam

KNOWN (4497) UNKNOWN (1625)Pfam


