CAZyme

Faecalibacterium prausnitzii homd HM 1 961

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Faecalibacterium prausnitzii str BCRC 81148 id GcA 022750565 1 [ LTI i
Faecalibacterium prausnitzii str Fp1043 id GCA 019969415 1 I- I . _ .

Faecalibacterium prausnitzii str Fp1160 id GCA 019969405 1 I- I .

I
Faecalibacterium prausnitzii str AF32 9BH id GCA 027683585 1 [} LI ([, |
Faecalibacterium prausnitzii str MGYG HGUT 01300 id GCA 902373685 1 [N [T
Faecalibacterium prausnitzii str M21 2 id GCA 000154385 1 |-.I I_ . I
Faecalibacterium prausnitzii str Fp137 id GCA 019969455 1 ‘I |I|‘|IIII| || ‘ HI H‘_l ||| | || -
Faecalibacterium prausnitzii str ATCC 27768 id GCA 003324185 1 HI|I|HH| |||H|H| | “_ I |” I .
Faecalibacterium prausnitzii str APC918 95b id GCA 003312465 1 |[IHN [N | ||| ]

Faecalibacterium prausnitzii str IP 1 18 id GCA 023347355 1 |I.“|H|H|||H|IHIH ‘ll\ I I
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UNKNOWN (4708) [l KNOWN (160)

COGZO CATEGORY B KNOWN (2860) UNKNOWN (2008)
COGZO FU NCTION B KNOWN (2861) UNKNOWN (2007)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

UNKNOWN (4253) [l KNOWN (615)

UNKNOWN (3012) il KNOWN (1856)

UNKNOWN (4565) [l KNOWN (303)

UNKNOWN (4565) [l KNOWN (303)

UNKNOWN (3009) [l KNOWN (1859)

Pfam g known 3329 uninown (1539)




