
Fannyhessea vaginae str DSM 15829 id GCA 000178335 1
Fannyhessea vaginae str NCTC13935 id GCA 900445305 1
Fannyhessea vaginae str DSM 15829 id GCA 000159235 2

Fannyhessea vaginae str FDAARGOS 934 id GCA 016026575 1
Fannyhessea vaginae str C17 7 id GCA 019400095 1

Fannyhessea vaginae str CMW7778A id GCA 001562845 1
Fannyhessea vaginae str SRR17635559 bin 3 metaWRAP v1 3 MAG id GCA 947252725 1

Fannyhessea vaginae str 44061 id GCA 001049775 1
Fannyhessea vaginae str SRR11749269 bin 2 metaWRAP v1 3 MAG id GCA 947087685 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

Fannyhesse... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 5.1962

num_genome... none 0 0 9

Fannyhessea vaginae homd HMT 814
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1694) KNOWN (32)CAZyme

KNOWN (1222) UNKNOWN (504)COG20 CATEGORY

KNOWN (1222) UNKNOWN (504)COG20 FUNCTION

UNKNOWN (1388) KNOWN (338)COG20 PATHWAY

KNOWN (942) UNKNOWN (784)KEGG BRITE

UNKNOWN (1557) KNOWN (169)KEGG Class

UNKNOWN (1557) KNOWN (169)KEGG Module

KNOWN (945) UNKNOWN (781)KOfam

KNOWN (1293) UNKNOWN (433)Pfam


