
Finegoldia magna str FDAARGOS 1557 id GCA 020735625 1
Finegoldia magna str MGYG HGUT 01291 id GCA 902373555 1

Finegoldia magna str ATCC 29328 id GCA 000010185 1
Finegoldia magna str DSM 20470 id GCA 003182075 1

Finegoldia magna str FDAARGOS 1593 id GCA 020731325 1
Finegoldia magna str FDAARGOS 764 id GCA 013267535 1

Finegoldia magna str 09T494 id GCA 002243215 1
Finegoldia magna str FDAARGOS 1556 id GCA 020736065 1

Finegoldia magna str ATCC 53516 id GCA 000159695 1
Finegoldia magna str FDAARGOS 1521 id GCA 020297555 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

Finegoldia... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 16

num_genes_... sqrt 0 0 6.1644

num_genome... none 0 0 10

Finegoldia magna homd HMT 662
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2813) KNOWN (31)CAZyme

KNOWN (2043) UNKNOWN (801)COG20 CATEGORY

KNOWN (2043) UNKNOWN (801)COG20 FUNCTION

UNKNOWN (2369) KNOWN (475)COG20 PATHWAY

UNKNOWN (1458) KNOWN (1386)KEGG BRITE

UNKNOWN (2638) KNOWN (206)KEGG Class

UNKNOWN (2638) KNOWN (206)KEGG Module

UNKNOWN (1448) KNOWN (1396)KOfam

KNOWN (2203) UNKNOWN (641)Pfam


