Fusobacterium hwasookil homd HM 1 953

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Fusobacterium hwasookii str ChDC F174 id GCA 000455885 1 |\| ||I I. ‘||
Fusobacterium hwasookii str ChDC F174 id GCA 001455145 1| || || |
Fusobacterium hwasookii str ChDC F128 id GCA 000292935 1| [l Il |
Fusobacterium hwasookii str KCOM 1249 id GCA 014217355 1 | |||| I.I
Fusobacterium hwasookii str THCT14E2 id GCA 0195519451 | | |

Fusobacterium hwasookii str ChDC F145 id GCA 000455865 1 Hll‘ll ‘| ’I"H ‘I
Fusobacterium hwasookii str KCOM 1253 id GCA 0142173751 [Jlfl | |l
Fusobacterium hwasookii str ChDC F206 id GCA 000455905 1 |\I| ‘. |IH.| .
Fusobacterium hwasookii str ChDC F206 id GCA 001455085 1 [} [l | I 1N |
Fusobacterium hwasookii str ChDC F300 id GCA 000455925 1 ([l (I I B

Fusobacterium hwasookii str ChDC F300 id GCA 001455105 1 |}
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CAZyme  |nknown @oss) B KNOWN (73)
COG20 CATEGORY B KNOWN (2030) | | UNKNOWN (1081)

COG20 FUNCTION Il KNOWN (2030) | | UNKNOWN (1081)
COG20 PATHWAY UNKNOWN (2584) [l KNOWN (527)
KEGG BRITE UNKNOWN (1679) [l KNOWN (1432)

KEGG Class UNKNOWN (2829) [l KNOWN (282)

KEGG Module  jnknvown e B KNOWN (282)

KOfam  ynknown (1676) [l KNOWN (1435)

Pfam g inown 204 uniwown @07




