
Fusobacterium hwasookii str ChDC F174 id GCA 000455885 1
Fusobacterium hwasookii str ChDC F174 id GCA 001455145 1
Fusobacterium hwasookii str ChDC F128 id GCA 000292935 1

Fusobacterium hwasookii str KCOM 1249 id GCA 014217355 1
Fusobacterium hwasookii str THCT14E2 id GCA 019551945 1

Fusobacterium hwasookii str ChDC F145 id GCA 000455865 1
Fusobacterium hwasookii str KCOM 1253 id GCA 014217375 1
Fusobacterium hwasookii str ChDC F206 id GCA 000455905 1
Fusobacterium hwasookii str ChDC F206 id GCA 001455085 1
Fusobacterium hwasookii str ChDC F300 id GCA 000455925 1
Fusobacterium hwasookii str ChDC F300 id GCA 001455105 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 7.6811

num_genome... none 0 0 11

Fusobacterium hwasookii homd HMT 953
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3038) KNOWN (73)CAZyme

KNOWN (2030) UNKNOWN (1081)COG20 CATEGORY

KNOWN (2030) UNKNOWN (1081)COG20 FUNCTION

UNKNOWN (2584) KNOWN (527)COG20 PATHWAY

UNKNOWN (1679) KNOWN (1432)KEGG BRITE

UNKNOWN (2829) KNOWN (282)KEGG Class

UNKNOWN (2829) KNOWN (282)KEGG Module

UNKNOWN (1676) KNOWN (1435)KOfam

KNOWN (2204) UNKNOWN (907)Pfam


