
Fusobacterium nucleatum sensu stricto str SRR9217441 mag bin 4 id GCA 905372955 1
Fusobacterium nucleatum sensu stricto str KCOM2878 id GCA 037889255 1
Fusobacterium nucleatum sensu stricto str KCOM2312 id GCA 037890135 1

Fusobacterium nucleatum sensu stricto str W7671 id GCA 002243405 1
Fusobacterium nucleatum sensu stricto str KCOM3486 id GCA 037889315 1
Fusobacterium nucleatum sensu stricto str KCOM3713 id GCA 037889385 1

Fusobacterium nucleatum sensu stricto str ERR589725 bin 7 CONCOCT v1 1 MAG id GCA 937924985 1
Fusobacterium nucleatum sensu stricto str ChDC F311 id GCA 001510735 1
Fusobacterium nucleatum sensu stricto str KCOM1276 id GCA 037889285 1
Fusobacterium nucleatum sensu stricto str KCOM2939 id GCA 037952305 1
Fusobacterium nucleatum sensu stricto str KCOM3321 id GCA 037889175 1

Fusobacterium nucleatum sensu stricto str SB049 id GCA 037889055 1
Fusobacterium nucleatum sensu stricto str KCOM2902 id GCA 037889235 1
Fusobacterium nucleatum sensu stricto str KCOM 1250 id GCA 001296185 1

Fusobacterium nucleatum sensu stricto str MGYG HGUT 01459 id GCA 902375195 1
Fusobacterium nucleatum sensu stricto str CTI 2 id GCA 000479265 1

Fusobacterium nucleatum sensu stricto str ATCC 23726 id GCA 000178895 1
Fusobacterium nucleatum sensu stricto str ATCC 23726 id GCA 003019785 1
Fusobacterium nucleatum sensu stricto str KCOM3756 id GCA 037889125 1
Fusobacterium nucleatum sensu stricto str ChDC F316 id GCA 000455945 1
Fusobacterium nucleatum sensu stricto str ChDC F317 id GCA 002211605 1

Fusobacterium nucleatum sensu stricto str KCOM 1322 id GCA 001296165 1
Fusobacterium nucleatum sensu stricto str ATCC 25586 id GCA 000007325 1
Fusobacterium nucleatum sensu stricto str LMG 13131 id GCA 031191795 1
Fusobacterium nucleatum sensu stricto str ATCC 25586 id GCA 037900345 1
Fusobacterium nucleatum sensu stricto str ATCC 25586 id GCA 003019295 1
Fusobacterium nucleatum sensu stricto str KCOM1801 id GCA 037889325 1
Fusobacterium nucleatum sensu stricto str KCOM3739 id GCA 037889375 1
Fusobacterium nucleatum sensu stricto str KCOM2995 id GCA 037951365 1
Fusobacterium nucleatum sensu stricto str Fn10 CTX3 id GCA 022340145 1

Fusobacterium nucleatum sensu stricto str SB011 id GCA 037889005 1
Fusobacterium nucleatum sensu stricto str KCOM2883 id GCA 037953125 1
Fusobacterium nucleatum sensu stricto str KCOM3240 id GCA 037955445 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 15.0333

num_genome... none 0 0 33

Fusobacterium nucleatum sensu stricto homd HMT 698
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3813) KNOWN (73)CAZyme

KNOWN (2278) UNKNOWN (1608)COG20 CATEGORY

KNOWN (2280) UNKNOWN (1606)COG20 FUNCTION

UNKNOWN (3368) KNOWN (518)COG20 PATHWAY

UNKNOWN (2335) KNOWN (1551)KEGG BRITE

UNKNOWN (3599) KNOWN (287)KEGG Class

UNKNOWN (3599) KNOWN (287)KEGG Module

UNKNOWN (2332) KNOWN (1554)KOfam

KNOWN (2556) UNKNOWN (1330)Pfam


