
Fusobacterium periodonticum str MGYG HGUT 01350 id GCA 902374215 1
Fusobacterium periodonticum str 1 1 41FAA id GCA 000163935 1

Fusobacterium periodonticum str KCOM 1262 id GCA 002763915 1
Fusobacterium periodonticum str KCOM 1263 id GCA 002763695 1

Fusobacterium periodonticum str 2 1 31 id GCA 003019755 1
Fusobacterium periodonticum str MGYG HGUT 01324 id GCA 902373915 1

Fusobacterium periodonticum str 2 1 31 id GCA 000158215 3
Fusobacterium periodonticum str ATCC 33693 id GCA 000160475 1

Fusobacterium periodonticum str Fusobacterium periodonticum BgEED13 id GCA 901873395 1
Fusobacterium periodonticum str KCOM 2555 id GCA 002763875 1

Fusobacterium periodonticum str L2 013 000G1 dasL2 013 000G1 metabat metabat 61 sub id GCA 018371955 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

Fusobacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 24

num_genes_... sqrt 0 0 12.8841

num_genome... none 0 0 11

Fusobacterium periodonticum homd HMT 201
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3882) KNOWN (78)CAZyme

KNOWN (2266) UNKNOWN (1694)COG20 CATEGORY

KNOWN (2266) UNKNOWN (1694)COG20 FUNCTION

UNKNOWN (3420) KNOWN (540)COG20 PATHWAY

UNKNOWN (2387) KNOWN (1573)KEGG BRITE

UNKNOWN (3664) KNOWN (296)KEGG Class

UNKNOWN (3664) KNOWN (296)KEGG Module

UNKNOWN (2380) KNOWN (1580)KOfam

KNOWN (2541) UNKNOWN (1419)Pfam


