
Fusobacterium watanabei str KCOM3187 id GCA 037975335 1
Fusobacterium watanabei str KCOM2907 id GCA 037889225 1
Fusobacterium watanabei str KCOM3457 id GCA 037889165 1

Fusobacterium watanabei str SB032 id GCA 037889095 1
Fusobacterium watanabei str KCOM3164 id GCA 037889205 1
Fusobacterium watanabei str KCOM2898 id GCA 037889245 1
Fusobacterium watanabei str KCOM3363 id GCA 037955165 1
Fusobacterium watanabei str KCOM3685 id GCA 037889145 1
Fusobacterium watanabei str KCOM3758 id GCA 037889365 1
Fusobacterium watanabei str KCOM2013 id GCA 037953935 1
Fusobacterium watanabei str KCOM3157 id GCA 037577715 1

Fusobacterium watanabei str FNU id GCA 028621995 1
Fusobacterium watanabei str KCOM3674 id GCA 037954885 1
Fusobacterium watanabei str KCOM2205 id GCA 037954595 1

Fusobacterium watanabei str SB048 id GCA 037889065 1
Fusobacterium watanabei str 13 08 02 id GCA 008633215 1

Fusobacterium watanabei str KCOM3208 id GCA 037889185 1
Fusobacterium watanabei str KCOM3154 id GCA 037889215 1
Fusobacterium watanabei str KCOM3182 id GCA 037889345 1

Fusobacterium watanabei str SB030 id GCA 037889105 1
Fusobacterium watanabei str KCOM2847 id GCA 037889265 1
Fusobacterium watanabei str KCOM3412 id GCA 037889335 1
Fusobacterium watanabei str KCOM3503 id GCA 037889155 1
Fusobacterium watanabei str KCOM3764 id GCA 037889115 1
Fusobacterium watanabei str KCOM3205 id GCA 037889195 1
Fusobacterium watanabei str KCOM3714 id GCA 037889135 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

Fusobacter... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 14.2127

num_genome... none 0 0 26

Fusobacterium watanabei homd HMT 464
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3361) KNOWN (63)CAZyme

KNOWN (1943) UNKNOWN (1481)COG20 CATEGORY

KNOWN (1945) UNKNOWN (1479)COG20 FUNCTION

UNKNOWN (2971) KNOWN (453)COG20 PATHWAY

UNKNOWN (2023) KNOWN (1401)KEGG BRITE

UNKNOWN (3181) KNOWN (243)KEGG Class

UNKNOWN (3181) KNOWN (243)KEGG Module

UNKNOWN (2020) KNOWN (1404)KOfam

KNOWN (2228) UNKNOWN (1196)Pfam


