
Gardnerella vaginalis str ATCC 14018 id GCA 000178355 1
Gardnerella vaginalis str ATCC 14018 id GCA 004336685 1

Gardnerella vaginalis str JCM 11026 id GCA 001042655 1
Gardnerella vaginalis str DSM 4944 id GCA 900105405 1

Gardnerella vaginalis str ATCC 14018 id GCA 003397685 1
Gardnerella vaginalis str NCTC10287 id GCA 900637625 1

Gardnerella vaginalis str JNFY28 id GCA 023277545 1
Gardnerella vaginalis str HMP9231 id GCA 000213955 1

Gardnerella vaginalis str JNFY13 id GCA 023277625 1
Gardnerella vaginalis str JNFY9 id GCA 023277665 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

Gardnerell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 7.4833

num_genome... none 0 0 10

Gardnerella vaginalis homd HMT 829
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1647) KNOWN (42)CAZyme

KNOWN (1196) UNKNOWN (493)COG20 CATEGORY

KNOWN (1196) UNKNOWN (493)COG20 FUNCTION

UNKNOWN (1361) KNOWN (328)COG20 PATHWAY

KNOWN (892) UNKNOWN (797)KEGG BRITE

UNKNOWN (1517) KNOWN (172)KEGG Class

UNKNOWN (1517) KNOWN (172)KEGG Module

KNOWN (895) UNKNOWN (794)KOfam

KNOWN (1258) UNKNOWN (431)Pfam


