Gemella haemolysans clade 620 homa HM 1 626

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Gemella haemolysans clade 626 str ATCC 10379 id GCA 000173915 1 |H ‘l
Gemella haemolysans clade 626 str NCTC10459 id GCA 900638055 1 |
Gemella haemolysans clade 626 str CCUG 37985T id GCA 0086929951 | |
Gemella haemolysans clade 626 str FDAARGOS 1500 id GCA 020097455 1 V
Gemella haemolysans clade 626 str ERR589426 bin 13 CONCOCT v1 1 MAG id GCA 937930665 1 || ||
Gemella haemolysans clade 626 str PGMMGMO001 id GCA 028767065 1 IH I ‘I -
Gemella haemolysans clade 626 str DNFO1167 id GCA 001553035 1 H.I‘I-

Gemella haemolysans clade 626 str L3 098 000G1 dasL3 098 000G1 metabat metabat 70 id GCA 018367315 1 [} |} ||| e
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CAZyme  ynknown @ss2) B KNOWN (58)
COG20 CATEGORY I KNOWN (1670) | | UNKNOWN (750)

COGZO FU NCTION B KNOWN (1670) UNKNOWN (750)
COGZO PATHWAY UNKNOWN (2009) B KNOWN (411)
KEGG BRITE UNKNOWN (1238) l KNOWN (1182)

KEGG Class  ynknown 2s1) B KNOWN (189)

KEGG Module UNKNOWN (2231) i} KNOWN (189)

KOfam UNKNOWN (1235) il KNOWN (1185)
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