
Gemella haemolysans clade 626 str ATCC 10379 id GCA 000173915 1
Gemella haemolysans clade 626 str NCTC10459 id GCA 900638055 1

Gemella haemolysans clade 626 str CCUG 37985T id GCA 008692995 1
Gemella haemolysans clade 626 str FDAARGOS 1500 id GCA 020097455 1

Gemella haemolysans clade 626 str ERR589426 bin 13 CONCOCT v1 1 MAG id GCA 937930665 1
Gemella haemolysans clade 626 str PGMMGM001 id GCA 028767065 1

Gemella haemolysans clade 626 str DNF01167 id GCA 001553035 1
Gemella haemolysans clade 626 str L3 098 000G1 dasL3 098 000G1 metabat metabat 70 id GCA 018367315 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

Gemella_ha... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 6

num_genes_... sqrt 0 0 4.7958

num_genome... none 0 0 8

Gemella haemolysans clade 626 homd HMT 626
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2362) KNOWN (58)CAZyme

KNOWN (1670) UNKNOWN (750)COG20 CATEGORY

KNOWN (1670) UNKNOWN (750)COG20 FUNCTION

UNKNOWN (2009) KNOWN (411)COG20 PATHWAY

UNKNOWN (1238) KNOWN (1182)KEGG BRITE

UNKNOWN (2231) KNOWN (189)KEGG Class

UNKNOWN (2231) KNOWN (189)KEGG Module

UNKNOWN (1235) KNOWN (1185)KOfam

KNOWN (1823) UNKNOWN (597)Pfam


