ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Gemella morbillorum homd HM 1 040

Gemella morbillorum str MGYG HGUT 04562 id GCA 902496485 1||| |||

Gemella morbillorum str ERR589607 bin 15 CONCOCT v1 1 MAG id GCA 937925415 1
Gemella morbillorum str JCVI 4 bin 2 id GCA 015255285 1
Gemella morbillorum str SRR9217391 mag bin 6 id GCA 905371775 1

Gemella morbillorum str NCTC11323 id GCA 900476045 1 [} |
Gemella morbillorum str FDAARGOS 1501 id GCA 020097435 1 [}
Gemella morbillorum str JCVI 26 bin 4 id GCA 015255305 1 ||| |1 |l|

Gemella morbillorum str FDAARGOS 741 id GCA 009730315 1 I
Gemella morbillorum str M424 id GCA 000185645 1 I
Gemella morbillorum str UMB750A 1 id GCA 030225585 1 I

CAZyme UNKNOWN (2769) [l KNOWN (43)

Gemella morbillorum str UMB7508 1 id GCA 030225625 1 | | I
COG20 FUNCTION {1 11RO 01 40 1 00

KOfam || LI 0 TR L A O A0 A A

pfarry 1)1 R 0 00 0 AR A

COG20 CATEGORY g known (750
COGZO FUNCTION B KNOWN (1750)
COG20 PATHWAY

UNKNOWN (1062)

UNKNOWN (1062)

KEGG BRITE
KEGG Class
KEGG Module
KOfam

UNKNOWN (2393) [l KNOWN (419)

UNKNOWN (1599) il KNOWN (1213)

UNKNOWN (2623) [l KNOWN (189)

UNKNOWN (2623) [l KNOWN (189)

UNKNOWN (1595) [l KNOWN (1217)

Pfam g inown (57 uninown ess



