
Gemella sanguinis str ERR589679 bin 98 CONCOCT v1 1 MAG id GCA 937990745 1
Gemella sanguinis str SRR15235652 bin 5 metaWRAP v1 1 MAG id GCA 916720615 1

Gemella sanguinis str ATCC 700632 id GCA 000701685 1
Gemella sanguinis str SS1508 id GCA 012396635 1

Gemella sanguinis str FDAARGOS 742 id GCA 009730295 1
Gemella sanguinis str M325 id GCA 000204335 2

Gemella sanguinis str 1094 BTHU id GCA 001052115 1
Gemella sanguinis str UMB0186 id GCA 002871615 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

Gemella_sa... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 22

num_genes_... sqrt 0 0 6.9282

num_genome... none 0 0 8

Gemella sanguinis homd HMT 757
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2274) KNOWN (44)CAZyme

KNOWN (1542) UNKNOWN (776)COG20 CATEGORY

KNOWN (1542) UNKNOWN (776)COG20 FUNCTION

UNKNOWN (1903) KNOWN (415)COG20 PATHWAY

UNKNOWN (1186) KNOWN (1132)KEGG BRITE

UNKNOWN (2129) KNOWN (189)KEGG Class

UNKNOWN (2129) KNOWN (189)KEGG Module

UNKNOWN (1183) KNOWN (1135)KOfam

KNOWN (1703) UNKNOWN (615)Pfam


