CAZyme

Gemella sanguinis homd HM T 757

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Gemella sanguinis str ERR589679 bin 98 CONCOCT v1 1 MAG id GCA 9379907451 | |[] ||
Gemella sanguinis str SRR15235652 bin 5 metaWRAP v1 1 MAG id GCA 9167206151 | || |
Gemella sanguinis str ATCC 700632 id GCA 0007016851 | [

Gemella sanguinis str 551508 id GCA 0123966351 ] | [}

Gemella sanguinis str FDAARGOS 742 id GCA 00973029511 | |l

Gemella sanguinis str M325 id GCA 0002043352 | | [[l|

Gemella sanguinis str 1094 BTHU id GCA 0010521151 [ Il N

Gemella sanguinis str UMB0186 id GCA 0028716151 [IlIIl |IlI I e
€G220 FUNCTION [ 0 A0 T
KOfarm | 11110000 A A0 O 0 0 A

P £y A 0 00 00N

UNKNOWN (2274) Bl KNOWN (44)

COGZO CATEGORY B KNOWN (1542) UNKNOWN (776)
COGZO FU NCTION B KNOWN (1542) UNKNOWN (776)

COG20 PATHWAY
KEGG BRITE
KEGG Class

UNKNOWN (1903) [l KNOWN (415)

UNKNOWN (1186) [l KNOWN (1132)

UNKNOWN (2129) i} KNOWN (189)

KEGG Module | UNKNOWN (2129) il KNOWN (189)

KOfam

Pfam

UNKNOWN (1183) il KNOWN (1135)

B KNOWN (1703) | | UNKNOWN (615)




